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Studies on the molecular design, chemical synthesis, and immunogenicity of multiple

antigen peptide vaccines from MAGE-2

GENG Miao, WU Yuzhang, GUANG Xiao-ju, JIA Zheng-cai, ZHOU Wei, ZOU Li-yun (Institute of Inmunology. College of Medi-

cine, Third Military Medical University, Chongqing 400038 China)

Abstract. Objective To improve the immunogenicity of linear peptide by employing the multiple antigen pep-

tide (MAP) as vaccine candidate structure. Methods The molecular engineering experiment of the CTL epitope
peptide MAGE-2220-228 was performed. The four-branch MAP (MAP4) was synthesized by Fmoc method and the
purity was analyzed by RP-HPLC. The peptide was identified by liquid chromatography (IC) and mass-spectrum
(MS). The MAP4 immunogenicity was studied using human peripheral blood mononuclear cells (PBMCs) fiom HLA-
A2+ healthy donors. The CTL response and the IFN-Y secretion were detected by standard 'Cr release assay and
enzyme-linked immunospot (ELISPOT) assay. Results Tow concentration MAP4 could induce effective CTL re-
sponse and generous IFN-Ysecretion in vitro. Conclusion The MAP structure is a good candidate structure for de-

signing a new generation of peptide-based vaccine, which can induce effective CTL response and generous I[FN-Y se-

cretion. The MAP structure can also improve the immunogenicity of short CTL peptide.
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Fig 1 Schematic structure of MAGE 2220-228 tetravalent peptide
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