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Isolation and purification of protein complexes of MTI-MMP-hTAP fusion gene using
tandem affinity purification system in chick fibroblast cells and evaluation of the expres-

sion effect

YU Chi-y angl, YANG M ao-zhou™( 'Department of Obstetrics and Gynecology, Southwest Hospital, Chongging 400038, China; “Bone and Joint
Center, Henry Ford Hospital: Detroit MI 48202 USA)

Abstract: Objective To construct the fusion gene of membrane-type matrix metalloproteinasel -humanized tan-
dem affinity purification (MT1-MMP-hTAP) and to evaluate the expression of its protein complexes isolated and puri-
fied using tandem affinity purification (TAP) system. Methods The MT1-MMP-hTAP pwotein mmplexes were iso-
lated and purified using the IgG-agawse beads and calmodulin-sephawse beads affinity chiomatography according to
the molecular and biological features of TAP system. The expression levels of its protein complexes were detemined
by PAP immunostaining and Western blotting. Results PAP antibody immunostaining showed that MT1-MMP-hTAP
potein complexes (dark blue) were expressed in chick fiboblast cells. Western blot analysis of its protein complexes
using MTI-MMP specific antibody showed a prominent band (68X 10) of mobility consistent with fully processed
MT1-MMP-hTAP after being cleaved by the TEV proteinase. Conclusion The construction of TAP system in chick
fibroblast cells and expression of MT1-MMP-hTAP potein complexes will be helpful for the studies of the MT1-MMP-
hTAP interaction proteins in the human tumor cells.
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Operative treatment for advanced or recurrent carcinoma of the cervix in 10 cases
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