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Polymorphism in CD14 promoter region in Han population in Chongqing

FENG Kai, LIU Xing, JIANG Jian-xin (Department 4 Institute of Surgery Research, Daping Hospital, Third Military Medical University,

Chongqing 400042 China)

Abstract. Objective To investigate the distribution of CD14C (-260)T single nucleotide polymorphism (SNP )

in the Han population in Chongging and to test the reliability with this random sample in genetic research. Methods
Single-round Touchdown PCR (TD-PCR) and restriction fragment length polymorphism (RFLP) method were used
for genotyping in 110 people from the Han population in Chongging. Results Frequencies of TT, CT, and CC
genotypes were 43. 6%, 39.1%, and 17.3%., respectively. The sample distribution was accorded with Hardy-
Weinberg principle. Conclusion CD14C (-260)T SNP was found in the Han population in Chongging, and the dis-
tribution of alleles was significantly different from that in white population. The sample from an H-W equilibrium pop-

ulation can be used in the association study of the systematic inflanmatory reaction in the Han population in

Chongqing.
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Tab 1 Frequencies of allelles of CD14C (—260) T SNP in the Han
population in Chongging and comparison with those of the
white population

Han population White
in chongging population
Allele x2 P
n % n %
139 63.2 9 35.2 — —
C 81 36. 8 175 64. 8 38.08 <<0.01
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Genotype Observed vale  Expected value X2 P
TT 48 44 0.364 =>0.05
CT 43 51 1.25 =>0.05
CcC 19 15 1.07 =>0.05
Total 110 110 2.684 =>0.05
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