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Screening of the genes related to CNS development and injury by high density genechips
LIU Yun-lai's HUANG Ming-hui’s YAO Zhong-xiang's YUAN Bi-bo', SUN Yu', ZHANG Yan-qi's WU Yazhou’s YANG

Meng-suz, CAI Wen—qinl ( ' Department of Histdlogy & Embryology, College of Medicine, *Department of Statistics  College of Preventive Med-
icine, Third Military Medical University, Chongqing 400038 “Department of Biochemistry, City University, Hong Kong China)

Abstract: Objective To screen the genes related to the development and injury of central nervous system
(CNS) for providing some suitable target genes applied for CNS injuty repair by rational genetic engineering. Meth-
00s  Gene expression was pwofiled by high density genechips in murine lateral geniculate bodies while optic nerves
underwent 8 various stages of either development or injury. Results A total of 2 041 differentially expressed genes
were found, including 1 095 highly expressed genes (ratio—=2) and M6 lowly expressed genes (ratio<<0.5). The
1095 highly expressed genes were classified into 17 goups according to their functions described by G ENEBANK,
GENEKARD, and SOURCE, such as transcription regulation, signal transduction, materials transporting, energy
metablism, and so on. The largest two functional gene goups of development were transcript regulation and signal
transduction, while the largest two of the injuty were metabolism and material transduction. Some important genes fa-
cilitating to axon growth and guidance were only detected in the developmental period such as Efnb3, Ptn, Nip, and
Dbnl. Moreover, the expression of Rtn4, also called Nogo-A, which is the strongest blocking factor to axon exten-
tion of Nogo family, was found only in the injured groups. Nevertheless, Mdk, another key gene related to neuron
migration and neurite growth, was found in both the developmental and injured groups. Conclusion These genes
might be the key genes in the pogression of optic nerve development and injury repair.
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