DOT :10. 160167j. 1000 5404. 2004. 20. (D5
26 20 Vol. 26 No. 20

1806 2004 10 ACTA ACADEMIAE MEDICINAE MILITARIS TERTIAE Oct. 2004

I G5 1000-5404(2004)20-1806-03

31 DNA [
WL, e, a2 e, aima, ot A, m A, BB AT« ! ,
, 4 , 0 , , 400037, ©
, 400038; 2 264 , 030001; 3 , 271000
: B DNA , . ik 31
DNA, PCR I 1528 bp ,
. I . & I 16223 16362 . C—>T (70. 97%,
22/31) T—>C (48 39%, 15/ 3. it DNA 16 223 T 16 362 C
DNA; 1 ;
. 0523, R331. 142 R394-33 . A

Special mitochondrial DNA variation at the hypervariable region I of peripheral white

blood cells in 31 cases of Chinese Han population
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Abstract: Objective  To know more polymorphic changes of mitochondrial DNA in Chinese Han population.
Methods One-step method was used to acquire mtDNA samples from the peripheral white blood cells of 31 unrelat-
ed individuals of Han population in China. PCR analysis and direct sequencing were performed. The non-coding re-
gion HVR [ varations were also analyzed. Results  High frequeny nucleotide substitutions of C16223T
(70.97%. 22/31) and T16362C (48.39%, 15/31) were demonstrated. Conclusion The results suggest that the
position at the 16 223 and 16 362 nucleotides of mDNA may be single nucleotide polymorphism (SNP) for Chinese

Han population.
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