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Study on binding site of estrogen-related receptor 1 interacting with coactivator

LI Qiang, CHEN Min, CHEN Bin, LI Yu-ping, CHEN Jian, ZHONG Xiao-lin, ZHOU Du-jin (Deparment of Biochemistry and
Molecular Biology, College of Medicine, Third Military Medical University, Chongqing 400038 China)

Abstract: Objective To identify the binding site of estrogen-related receptor 1 (ERRI) interacting with nu-
clear receptor coactivaor. Methods Deletants and mutants of ERR1, obtained by nomal PCR and overlap extension
PCR, were inserted into MCS of yeast expression plasmid pGBI'9. After identification of the positive clone by diges-
tion of restriction endonuclease and sequencing, the interaction between each of the recombinant mutations and PNRC
was detected by yeast-two hybrid. Results pGBT9/ERRI 1412, pGBT9 ERR1 1-144, pGBI9 ERRI 190-412,
pGBI9 [ERR1 145423, pGBTY /ERR1 190-423, pGBTY ERR1 190-423 F232A, pGBI9 [ERRI 190-423 K244A,
the mutants or deletants of ERR1, were successfully constuicted. GalDBD-ERR1 laal45-423 or aal90-423 fusion pro-
tein could interact with the known coactivator PNRC. Yeast-two hybrid assay revealed that the interacting effect of
ERRI1 190-423 K244A with PN RC was significantly lower than that of ERR1 190423 with PNRC, but no interaction
between the other mutations and PNRC could be found. Conclusion By a combination of mutagenesis and yeast
two-hybrid assay, the coactivator-interacting domain on ERR1 has been mapped to a region encompassing amino acids
190-423 which is the ligand-binding domain (LBD) of ERRI. ERRI can interact with coactivator in an AF2-depen-
dent manner and the other amino acids F232 or K244 not involved in AF2 domain awe the key amino acids for ERR1
interacting with coactivator.
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Fig 3 Interaction between mutations of ERR1 and coactivaor from

yeast two hybrid screening
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