— 1520 — BXRERKAFER 2024 £5 49 HF 12 #1 (Journal of Chongging Medical University 2024.Vol.49 No.12 )

LEERRBLE  DOL:10.13406/.cnki.cyxb.003675
15 D 2“7 i 03 W) 1] HE Wy B A WF 58 10 i

FBRA, EkA FRiE TR KEE?, XGT ! KE !
(LT E2EGIEES: 55T 272067 2. UARA A TR E T a0, 55/ 250001)

(3 22 140000 e Il T2 vk 5 S BB AR I o AT 55 22— , A e 4% 03 St I ) BBt 8 U &) 43 54T F2 44 3B e
PRI B2 5 T RAT A (EAL G R J5 VRS2 R T S PR IS, S LRy P BT 52 0 P 11 DR 507 o ) A7 12 B 2 F 5

S TS AR A U B G T HE T R T T R R IE SRR o AR SCRES T3k 2677 1 0 BRI 98 R , o HLAe vk B S e v 1) i
FHBTSEATERIT, I N A 200G 43 BT 0 A B st o S BB 475 ) Tl AR RS TEHE T 1A T T R 2

[ SR vk 2 s 45 0 ol TR T s AR 4D RNA G2

[ E 425 ]DF795.1 [ ZEktrER]A [ Y78 B #3]2024-08-31

Research advances in wound age estimation techniques for

forensic examination
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[Abstract] Wound age estimation is an important task in the practice of forensic medicine and plays an important role in determining
the time of violence, judging the order of injury formation, dividing the subjects of responsibility , and analyzing the nature of the case;
however, it is difficult to achieve accurate wound age estimation using the traditional method , and therefore , wound age estimation
remains a hotspot and a difficulty in forensic medicine. In recent years, forensic scientists have conducted a large number of studies
and explorations on wound age estimation of living soft tissue from the aspects of histomorphology , non—coding RNA , proteins, bioactive
factors , metabolites, imaging, and spectroscopy. This article summarizes the recent research findings of these aspects, discusses their
application prospects in forensic investigations , and looks forward to the future of accurate wound age estimation from the perspective of
multi—omics analysis.
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