— 976 — BFRERIKFEIE 2017 £4 42 # % 8 83 ( Journal of Chongaing Medical University 2017.Vol.42 No.8 )

DOI: 10.13406/].cnki.cyxb.001331

ERAR RINA A A 58 i ] ™ St ol A F o ik Jié

kR, THR, HEHIE
(BRERAEAIE TR SEBER AT A Y EBISE, EK 400016)

kg A SR E B RT U RASE E Y BARR RS, circRNAs 2 5 M4 IIEE, BT miRNA #2430
MThee B LI TIfE EZW R H, AT EREFFE U ABREEARS., HCHAREFRERN, cicRNAs 5EHHH
RE SR B EYIMEX, A CE SR circRNAs SIA )2 D88 DL Hofe A7 | B P= sl (0 AT i R 17 4534 .

[3e42i7 3Rk RNA ;AR 2E DB A5 TR ™= A
[FES#S]R394.3

[ikirEA]A [ WeFs B H#A }2017-06-20

Research progress of circular RNA in the area of

reproduction and perinatal stage

Zhang Shuang,Ding Yubin,Gao Rufei
(Laboratory of Reproductive Biology,Department of Public Health and Management,
Chongqing Medical University)
[ Abstract]Circular RNAs (circRNAs) are recently discovered as new endogenous non—coding RNAs,and have become a hotspot in
the area of RNA research. CircRNAs,a structure of closed loop,are stable,conserved between species,and often exhibit tissue,devel—
opmental stage and disease specific expression. CircRNAs have many biological functions. In addition to acting as miRNA sponges,
many other functions are being revealed, including regulator of gene transcription, and splicing and protein translation. Some researches
have showed that circRNAs are involved with a series of pathological and physiological processes associated with diseases and devel—
opment. In this review,we focus on their biological functions and the present research status of circRNAs in the area of reproduction
and perinatal stage.
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