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Preparing heavy and light chain variable region genes for anti-

telomerase protein hTERT by the polymerase chain reaction
ZHANG Hui, et al
( Department of Pathology, College of Basic Medicine. Chongqing Medical University )

[ Abstract] Ohjecrive: To make variable region genes against telomerase protein h\TERT. Methods: Telomerase
protein hTERT was purified from E.coli JM 109 harboring pBKTRT by Ni-NTA resin chromatograph and
immunized Balb/c mice. Total RNA of lymphocytes were extracted from spleens of immunized mice and
converted to cDNA by RT-PCR. First-strant cDNA was used as a template, heavy and light chain variable region
genes for anti-telomerase protein hTERT were amplified individually with VH primers and VL primers using
polymerase chain reaction. Results: The heavy and light chain amplification reaction yielded a fragment
approximately 350 base pairs in length. These fragment could provide possibility for preparing single-chain
antibodies { ScFv) against telomerase. Conclusion: Results suggest that the method have better stability and easy
repetition. and could get higher quantity of Vaand Vi,

[ Key words ] Telomerase ; Heavy chain variable region: Light chain variable region; Polymerase chain

reaction

AR BEFHLFRT Y, ARERRE EEARETEXER. A#E--SH&HhTERTH
HURR TR, RIS G RE 1L/ ERE & 1 6 ( Single-chain Variable region frament.
FE, ST k. 3 EBEUTR. K ScPv) fRiER.

T - A F SO AR 7= NI SR Tr I 2 [

. BERTHRECEERREANATHRERIGT | HRSAE

Brmfardia e, RAREOTERER AR

F SR H THRAKRHERCATE. FXBM 11 hTERTROS & 5440

i ﬁ‘ﬁ & r1 hTERT ( human telomerase reverse HEMRET, REAN-NTARIS (QIAGENABIFM)

transcriptase, hTERT ) 425 it /]~ 2 FEe A v} 48 B 45 ¥ JZ #r # M pBK TR T4 1 B E.coli IM109 RIHE B P 7 B 4t 1k

FhTERT mRNA B 151056 5. REBARERL N hTERTi;m;BETR;iﬁE;g;ﬁm%m%ﬂ&ﬁhTERT

. . cDNA 21 R $3. HERE. E.coli IM1094E 100ml %

{ polymerase chain reaction, PCR ) i B&E HAEHTHE (100mel) LBIERIENTC ESIE, WS

MEAERY (OD%04 - 060) . MAIPTGH S iE AN

ﬂ?iﬂ:fsﬂ: Ko#1963- 0. B, madwA, S84t s Immelil. LRSI £sh, Z.iv 4% . FBuffr A
 iEMETH NHAE { 6mol/l. Gu HC!, O.lmolL NaHPO., 0.0lmol/l. Tris/



http://www.cqvip.com

EEER 222001 £ H26% F2/  Joumal of Chongging Medical University 2001. Vol 26 No.2 ¢

£ OO0 http://www.cqvip.com|

-133-

HCL, pH=8.0) HEMMINIE, BL.LWUE FF. 550%Ni
NTABR&. HALbemigtF, ki ABuffer A, Buffer B
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M1 SDS-PAGF BEHNI-NTARERHEE{LhTERTES
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HTERT: 17KD

B2 Western Blot 3830 1-3: hTERTEIM R M %515
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RNA

B3 VHEFEPCRY =45 ek
M: PBR322 DNA/BstN1 marker 1857, 1058, 929, 383
H: VH gene fragment
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