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The cDNA clone of the coding region of rat augmenter of
liver regeneration gene and its prokaryotic expression
MA Huafeng .ef al
(Institute for Viral Hepatitis, Chongging Medical University)

[ Abstract] Objective: To clone the coding region cDNA of rat augmenter of liver regeneration (rALR) and to
express it in prokaryotic cells. Methods: Total RNA of new born rat liver was extracted as a template, first strand
of cDNA was synthesized by reverse transcription with olig(dT)-primer and then amplified by PCR with the
primers designed by ourselves. The rALR cDNA identified by gene sequencing was cloned into plasmid pET32a
by means of recombinant gene technology. The recombinant plasmid pET32a-rALR was transformed into E.coli
BL21 (DE3) and recombinant rALR fusion protein was expressed under the induction of [PTG. Resuits: The
c¢DNA containing integrity coding region of rALR was obtained, and its sequence was in correspondence with that
reported. The rALR fusion protein was expressed with high efficiency in E.coli BL21 (up to 30% of total bacterial
soluble protein) with the recombinant plasmid pET32a-rALR constructed. Conclusior:The cDNA clone of rALR
and the expression of rALR protein will be helpful for the advanced study of ALR.
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