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Drug resistance and genotyping of Enterobacter cloacae

in lower respiratory tract infection
YE Yuehong, et al
( Department of Clinical Laboratory , the Second College of Clinical Medicine , Chongqing Medical University)
[Abstract] Objective : To study the type of drug resistance spectrum and molecular biological characteristics of Enterobacter cloacae
which infects lower respiratory tract in hospital. Methods : Drug resistance in 28 strains EC and optimal reaction system of RAPD were
used to study their molecular epidemiology. Results : 28 strains EC were divided into 10 types by genotype, 18 types by resistance.
Conclusion : Genotyping demonstrates the outbreak of multidrug resistant strains EC in ICU. This method is accurate, reliable and
highly specific. It can not only provide genetic information for controlling, preventing hospital infection and tracing the infection source
and the way of dissemination but also direct the clinical doctors to select sensitive antibiotics.
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SR 94 5 1min, 38°CBK Lmin, 72°C ZE# 1. Smin, PAFETT
40 MEFF,72°C ZEf# 10min R4S R Jil, PCR FEHITE 1.2%
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15;D%:1,2,8:;E&8.11;F&.8,12;GRY.3; HE 4,1 &Y. S,
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F123FAKS.
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