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Construction and expression of the eukaryotic coexpression plasmid of

Mycobacterium tuberculosis Ag85B and MPT64 gene
JIANG Shan , et al
( Department of Microbiology and Immunology , College of Basic Medicine , Chongging Medicul University)

[Abstract] Objective : To construct an eukaryotic coexpression plasmid containing Mycobacterium tuberculosis Ag85B and MPT64
gene. Methods : Mycobacterium tuberculosis Ag85B and MPT64 gene were cloned into pBudCE4. 1 to construct recombinant plasmid
pBud85B — MPT, The recombinant plasmid was transfected into COS— 7 cells, and its expression of Ag85B and MPT64 was assesed
by RT — PCR. Resul/ts : Mycobacterium tuberculosis Ag85B and MPT64 were detected in transfected COS— 7 cells. Conclusion : The
recombinant plasmid pBud85B — MPT can express Ag85B and MPT simultaneously in COS—7 cells which provides the basis {for {ur-
ther investigation of DNA vaccine against tuberculosis.
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