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Establishment of two—dimensional polyacrylamide gel electrophoresis for

serum proteomics
MU Zhaode set al
(Department of Pharmaceutical Analysis,College of Pharmaceutical , Chongqing Medical University)

{ Abstract JObjective: To establish a two—dimensional polyacrylamide gel electrophoresis (2-DE) technique for serum proteomics . Meth—

ods: Various conditions of serum proteomic 2—-DE were adjusted and optimized. Results: A steady 2-DE technique was established. Con-

clusions: Our established 2-DE technique of serum proteins can be effectively applied in serum proteomics of diseases.
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