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Expression and Significance of macrophage migration inhibitory
factor mRNA in esophagus squamous cell carcinoma

ZHAO Jinsong,et dal

(Department of Cardiothoracic Surgery,Southwest Hospital,the Third Military Medical University)
[ Abstract JObjective : To explore the mRNA expression of macrophage migration inhibitory factor (MIF)in esophageal squamous

cell carcinoma and its relationship with the clinical pathologic characteristics of that carcinoma.Methods:The expressions of MIF

mRNA in esophageal carcinoma tissues and normal esophageal tissues were detected by RT-PCR in eighty patients.Resulis : MIF

mRNA expression rate in esophageal carcinoma was 85%(68/80),while in the normal esophageal tissues it was 15%(15/80).the

difference was significant (P < 0.01).The positive expression rate of MIF mRNA was correlated with differentiation degree and

TNM stage of carcinoma(P<0.05),but not with patient age,patient sex,or lymph node metastasis(P > 0.05 ).Conclusion : Increased

MIFmRNA expression contributed to carcinogenesis of esophageal squamous cell carcinoma,which might provide a new way for

early diagnosis and therapy of esophageal carcinoma.

[Key words Macrophage migration inhibitory factor; Reverse transcription—polymerase chain reaction (RT-PCR);Esophageal

squamous cell carcinoma

REZSEMERRZ—, HRISAWITHS
SELEFFHEY 30%Y. MIF (macrophage migration in—
hibitory factor) J& 1966 £F7E IV &R K R BLH)
HAMHEAT,.SH5HERERE BIRERUK
SR L R 2, MIF B 5 405
ATCHRAEUEMENRERREEBTNER,
RIMWBILELEROLKIEE MIF ELE XSS
BHRA S HRER I B, BAERATF A RT-
PCR LRI F ARG & EBHEIRA B MIFmR-
NA F5, BT MIF AR RKFHRESRERE

ERNR: B (1975—- ), F, LA, FHER,
EX A AR S g YT T A

I R ERAFAE Z B B 2R o
1 #EfAEE

1.1 ##H

80 B ERHBAL R 80 FlEH AEHLAFFINAE=
EERA¥EWBETIREERI.LSME 2005 4 3 A3 2006 44 A
BEBEEZFRRITHEE, 80 B8 H AR EISTN
R 1L RAREZFRINGT. BREBASSERRES
R, AL Z B AEBME(DEPC) A BT A Ep R, BT
~TOCIRIRVKFE RIS, TriPure 43 BiA (Roche), RT-PCR
IR & (¥ PROMEGA 2A8] ), MIF 5|# % B —actin 51%( L


http://www.cqvip.com

E 000 http://www.cqvip.com]

ERERMAFFE 2007 5 32 5% 1§ (Journal of Chongging Medical University 2007. Vol.32 No.1) — 53—

Al UL DNA marker 1 (I8 S0 MR,
EEE S DU-640 %L
1 1,2F=90 % ZIhHENS Fi

) PCR AT #2700 4,
G P W

100hyp

io—Rad £y 6], FlE) 200hp
300hp
400bp
S00bp

{ TriPure —

HERILLY:

600D
r\

AU MIF mRNA (1Y)
PROMEGA £ya] | MIF 5 B —actin 5

FHT i

PrimerS.0 KU, M 15

CCT CTC CGA GCT CAC GCA GCA GC-3'; T #7REH -

5'-GCA GCT TGC TCT AGG AGE GGT TCT G-3', PCR /=)
1 350bp. LA B-actin Fy SR, K
S'-ATG GAA TTC

Fig 1

= M:DN arker il 3znommal issuesi 2 dreso
CG TGE AAC AAG AAT GAG ATC 1:DNA marker 1 51.3:00mmal  pissy 4resophageal

TCAT WET CENGECIIICE 1GA saehi e

7 100bp. RT-PCR (1} B KRESEREZSEAS M mRNA KRER
| AT AR A RNA It
12| B cDNA PCR 4012
Y7 PCR

1 MIFmENA RiE S AESEIEERIESNN LR

(2400 B pE 4 Clinical pathologic MIE expression

dimeter : P value
3 ‘_“J|, 94CABHE: 50,587 K parameter i Positive Negitive valu
i 8min, 4°CIE {7 -  Male 66 808
rerer e
fes s, Femdle 14 o B
[ RER R V) <60 48 432 6
) Age 0588
ey =60 32 26 6 -
b e Lymph node No 45 36 9
; D : - 0.156
5 - - y e Metastasis i as 32 3 Bl
SETFS AL R SPSS10.0 BT x 2 st s ¥e =
Well 6 I
Differentiation Moderate 28 24 40026
4
2 &5 =R Poor 46 39 7
0 and 114 12 2
RS TNV <tage 2 3 65 Oas
H‘Fffflsxfﬂnlxubmnh\'jfu 3 35 05

AEFE LA 12 f7)
(15% )Z2ih A BH M ukuhl»dr‘l P B S or 5
(P<0.01)(E 1)
22 MIFmRNA ik 5 5 kg 22

MIFmRNA PHPEZR R 32 5 8 4E 8 5] )
KN B G B H R T (P>0.05), 5
TEFENE B2 TNM 43 45 960 P<0.05 )( 32 1)

3 it it MK |- J=J\ﬂhuh\\ &

F“IIH‘]L il E fif s A i 2 — A A 7
ECEEAN MR S il R 7 OMIF ) B B se i gy — AL BT BF G & MIF 0] B LR L i



http://www.cqvip.com

—54_

P 000 http://www.cqvip.com|

MEEER k3348 2007 4% 32 %% 15 (Joumal of Chongging Medical University 2007. Vol.32 No.1)

#2257 MBS RFBYLH : 1L.MIF {22 R 40 e
ARNTE . MRAIRAERZEFERRM, K
# ERK/MAPK. ZIMAHIE D1 LIRFERE T E2F
EHEREEEENIEA  Mitchell FBF5T LI MIF
Wl sE . HEREMRILEUE ERKI/ERK2/MAPK 15
SHS fFihTAKEILEE NIHAT3 48405
EALHEFE «, MIF X ERK/MAPK R9FFEEPERITE W AT
P nZa AR D1 5 CDKs M4 &, 1R#E40H
4> 24858 , T H CDK4 XF Rb EHAIFE L= # T
SR N EERE . MIF EXHH myc £
HES MK P53 KBMAMRET, Wik NO BHRH
BT MM, T NO BBEARAEN
P53 BARE, WMAMA T, Petrenko OPEH
HB7E P53 REBIRMAMREA S ,MIF BBE# S Rb-
E2F MIAEAE SRR AMRAINAE . 2.MIF {3 i
RMmEAR: BREEXT MIF 58RI EHE
(MVD).IMENEEKETF(VEGF)LL K IL-8 F£
i 5 MR M BT R A X ERHEEERR, Hbha
/DR, B RO%E, B k3L MIF
mRNA HIFIABE S MVD. AR VEGF BLIEM%E.
SESMELEERETEEANMIFAIRES
B3k 38 T Ml i A 5 49 B 53 , Bacher 03 H
7E B EUFIR ILE A9 24T 2R 40 i a4 B PT
LIS A B REE LK MIF, 1 S & A s 2 5
SOEERHERAHEE,WE MIF 5 VEGF M
RIABERBIBIMIEMRX, 3.MIF X H A%
EEEL. FER P RETEELS P21 &
B Bax Z:H fAHE ME AR S 40 AT, MIF 7] L4
Bt %t ERK.PLA2.Cox-2 A K PGE2 & & 5 40 i
HFrsERiED ps3 ZEHES I ENARAT, 25
WIHARAE KA. £ LR, MIFmRNA ZERE
BRALPHNBRRLEST MIF ST 7T RESE
BI&RHLE, W H MIFmRNA B3R AKEE S84
& TNM 2L R AR BB YIMEX, 8
BH TNM MR EHEEFENEENEEZ
—, X~ M A MIFmRNA £ RT-PCR &8 A {L ]

DLEE B30T R A LR B , 35 NG BRIA YT, R B
i MBS , B SR R AT

H—FEFF B
(BifEH B AL . FEZERAEHABHER
s oA, &35 023—68765329)

$ £ X W

[1] Harry Hua~Xiang Xia,Shu Tian Zhang,Shiu Kum Lam,et al.
Expression of macrophage migration inhibitory factor in esophageal
squamous cell carcinoma and effecis of bile acids and NSAIDs[J).

- Carcinogenesis,2005;26(1):11-15.

[2] Takahashi N,Nishihira J,Sato Y,et allnvolvement of macrophage
migration inhibitory factor (MIF) in the mechanism of tumor cell
growth[JJ.Mol Med,1998;4(11):707-714.

[3] Meyer-Siegler K,Fattor RA,Hudson PB.Macrophage migration
inhibitory factor (MIF):a novel tumor marker for prostate cancer[J].
Diagn Mol Pathol, 1998;7(1):44~55.

[4] Mitchell RA,Liac H,Chesney J,et al.Macrophage migration in—
hibitory factor(MIF )sustains macrophage proinflammatory function by
inhibiting p53:regulatory role in the innate immune response [J].
Proc Natl Acad Sci USA,2002;99(1):345-350.

[5] Petrenko O,Moll UM.Macrophage migration inhibitory factor
MIF interferes with the Rb-E2F pathway [J].Mol Cell,2005;17(2):
225-236.

[6] Kamimura A,Kamachi M,Nishihira J,et al.Intracellular distri-
bution of macrophage migration inhibitory factor predicts the prog-
nosis of patients with adenocarcinoma of the lung Cancer{J].2000;89
(2):334-341.

[7] White ES,Flaherty KR, Carskadon S,et al.Macrophage migration
inhibitory factor (MIF)and CXC chemokine expression in human
non —small cell lung cancer (NSCLC):Role in Angiogenesis and

_Prognosis[J).Clin Cancer Res,2003;9(2):853-861.

[8] Ogawa H,Nishihira J,Sato Y,et al.An antibody for macrophage
migration inhibitory factor suppresses tumour growth and inhibits
tumour-—associated angiogenesis [J).Cytokine,2000;12(4):309-314.

[9] Bacher M,Schrader J,Thompson N,et al.Up —Regulation of
Macrophage Migration Inhibitory Factor Gene and Protein Expres—
sion in Glial Tumor Cells during Hypoxic and Hypoglycemic Stress
Indicates a Critical Role for Angiogenesis in Glioblastoma Multi—
forme[J).Am J Pathol,2003;162(1):11-17.


http://www.cqvip.com

