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Establishment and analysis of saliva two dimensional gel electrophoresis

profiles of Type 2 diabetes patients
SHEN Lin-lin,et al
(Department of Pharmaceutical Analysis,College of Pharmacy,Chongging Medical University)

[ Abstract] Objective:The purpose of this study was to establish two dimensional gel electrophoresis(2-DE) profiles of saliva of
Type 2 diabetes patients,and to identify the differential proteomic expressions between normal persons and Type 2diabetes
patients. Methods:Samples of saliva protein were separated by two dimensional electrophoresis with optimization.Differential
proteomic expressions between the Type 2diabetes patients and the normal control persons were identified by two dimensional
polyacrylamide gel electrophoresis,silver staining,image master 2-DE software analysis, peptide mass fingerprinting based on
matrix assisted laser desorptionfionization time of flight mass spectrometry ( MALDI-TOF-MS ), Bioworks and NCBI software
database searching. Results:The two dimensional polyacrylamide gel electrophoresis profiles of saliva proteins were successfully
established by 2-DE. twenty of the significant differential proteins were selected and identified by MALDI-TOF-MS. seven of
them were finally identified. Conclusions:The 2-DE profiles of saliva proteins were established and the differential proteomic
expressions were identified by proteome technique in our study. This can be an experimental basis for further research of the
pathogenesis and treatment of Type 2 diabetes.
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6,5 ~70.2%(wiv ) (B TR EEE 0.001%(BUI e PHhE
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1h,1 000V 5h,10 000V 6h, 1HIE 17C. HRESHBLE
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30%H i )8 2 WERKR LIRS, 41K 15min, 2, 85—k
FERFPMA 20mmol/L, DTT, 58 —WCFER& HANA 100mmol/L
BB
1.23.2 SDS~PAGE EHM Ik RH 12.5%KH%5 SDS B
T 47 T e 66 M2 (K 23.2ml, 30 % 79 M Bk B 93 MK 32.46ml,
1.5mol/L Tris—-HCl pH 8.8 Z&¥& 20ml,10%SDS 0.8ml,10%
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