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[# ZE)8 & 3BT EBASRF Survivin F N K H F E A R S5 TR ( Carcinoembryonic antigen,CEA)CAMS mRNA 3£
BHIRIE Lo o i 39 FIKIGEVIRARA , SR M H S 55 2.5 em HLVHIIE R MYE 10 om DL ERIER KHHLUS 1 3,7k
RT-PCR A5 & survivin .survivin—- AEx3 .survivin—2B . survivin—3B.survivin 2 a Hl CEA CAM5 mRNA H)#3k ., FISER B
F 488 SYBR Green | SEI7GE R PCR BT _EiREE mRNA AYFAKFE, £ R B survivin,survivin- A Ex3 \survivin-2B . sur~
vivin-3B survivin 2« 1 CEA CAMS5 mRNA 78 K243 P A BRI RA A 910 100.0%.92.3%.92.3% .79.5% 87.2%F 97.4% , 1)
BT 2.5 em Y 38.5% .25.6%.28.2% .7.7% . 12.8%F1 12.8%, £ RIH GHH¥E L (P<0.01), EFBBRASA S iR
mRNA PR 0K 17.9% .5.1%.7.7% .0.0% 2.6%H 10.3% , 555 2.5 cm HL L, B survivin survivin- AEx3 Hl sur-
vivin-2B ZRHFHFE L (P<0.05), & survivin ZHEBTEAFAF CEA CAMS mRNA MR KT, KB AL T 2.5 em
HA(P<0.01); 555 2.5 em HA 5 IFFHANZ R TLHIT# 2 X (P>0.05), survivin BIEAEHI{A mRNA BIREKFE5—LE0G
AIRHSHUE X (P<0.05), 5% :Survivin FIFBTH MR mRNA 7EXRA S 2 85 3RE , sk B 5B RS ECE X,
R Survivin FIHBTRAFHE mRNA Fak i KRR iR S5 R 2T L CEA mRNA EHMHE.
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Expression of survivin gene and main transcript variants mRNA

in colorectal carcinomas
ZUO Wen—ge ,et ol
(Deptment of Gastroenterology ,the First Affiliated People’s Hospital , Guangzhou Medical College )

[ Abstract] Objective: To investigate the clinical significance of the expressions of survivin gene and its main transcript variants mRNA in
colorectal carcinoma. Methods: The expression of total survivin, survivin—- A Ex3, survivin—-2B, survivin-3B, survivin 2 a ,and CEA CAM
5 mRNA in 39 cases colorectal cancer, adjacent tissues (2.5 cm from the cancer margin ) and normal colorectal tissue (10 em from the
cancer margin) were detected by RT-PCR technique and semi—quantitative methods use gel imaging analytical system or SYBR Green |

real-time fluorescent PCR. Results: The positive rates of total survivin, survivin— A Ex3 , survivin—2B, survivin-3B, survivin2 o , and CEA
CAMS5 mRNA in colorectal carcinoma and adjacent tissue were 100.0% ,92.3% ,92.3% ,79.5% ,87.2% ,97.4% ,and 38.5% ,25.6% ,
28.2%,7.7% ,12.8% ,12.8% ,showing significant difference in two tissues (P<0.01);The positive rates were 17.9%,5.1%,7.7% ,0.0%,
2.6% and 10.3% in normal colorectal tissues,respectively,showing significant difference in total survivin,survivin- AEx3 and sur-
vivin-2B from adjacent tissues (P<0.05). Total survivin, four transcript variants and CEA CAMS mRNA levels were higher in colorectal
carcinoma than in adjacent tissue  (P<0.01) ;but no significant difference was found between adjacent carcinoma and normal colorectal
tissues {P>0.05). Several transcript variants mRNA levels were associated with some clinicopathologic parameters (P<0.05). Conclu—~
sion: The survivin and its transcript variants mRNA were highly expressed in colorectal carcinomas, several transcript variants mRNA lev—-
els were associated with clinicopathologic parameters. Detection of Survivin transcript variants mRNA expression may be more valuable
than the CEA mRNA in early prediction of colorectal carcinoma.
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*1 SIHFIISHE
EYREbp)S BARE  URE
HP GILlE27) o : 1BFR A
g () BEE(C)
F: 5’ CTTTCTCAAGGACCACCGCA -3’
survivin 87(157~243) 53 - 31
R: 5’ - GCCTCGGCCATCCGCT -3’
F: 5’ - GATCACGACCCCATGCAAA -3’
survivin- A Ex3 109(329~437) 55 - 33
R:5'- AGG CCTCAATCCATGGCAG -3’
F: 5’ ~ GCACGGTGGCTTACGCCTG -3’
survivin-2B 90(351~440) 57 84.8 40
R:5’- AACCGGACGAATGCTTTTTATGTTCC -3’
F: 5’ = CAGATTCAGGGA GGGACTGG -3’
survivin-3B 60(377~436) 51 78.2 40
R: 5’ - CAAACATCAGGCTCTTCCTCG -3’
F:5'- GCTTTGTTTTGAACTGAGTTGTCAA -3’
survivin 2 a 81(293~373) 51 78.4 40
R: 5" - GCAATGAGGGTGGAAAGCA -3’
F:5’- AACTTCTCCTGGTCTCTCAGCT -3’
CEA CAM5 145 (2155~2279) 53 83.7 40
R: 5’ - GCAAATGCTTTAAGGAAGAAG -3’
F: 5’ - TGGTCTCCTCTGACTTCAAC -3’
GAPDH 222 * 84.0 ok
A R:5'- GTGAGGGTCTCTCTCTTCCT -3’
7 :* GAPDH 3B K iR R H A2 A ; ** GAPDH 3Rk m H AR H ; - TOEHE
*2 39 FIKBE JBEEMEEASR Survivin BIETHE mRNA FiEE n( %) ;{xts)
BRE| totalsurvivin survivin—- A Ex3 survivin—2B survivin-3B survivin2 o CEACAMS
FEA 39(100.0) 36(92.3) 36(92.3) 31(79.5) 34(87.2) 38(97.4)
236+ 141 0.76 + 0.35 0.49 £0.27 0.08 + 0.03 0.07 + 0.03 23.72 £ 10.38
TEEHIR 15(38.5) 10(25.6) 11(28.2) 3(7.7) 5(12.8) 5(12.8)
0.88 + 0.54 0.32+0.17 0.09 +0.05 0.02 +0.01 0.01 £ 0.01 1.05 £ 0.67
IEH A 7(17.9) 2(5.1) 3(7.7) 0(0.0) 1(2.6) 4(10.3)
0.57 £ 0.11 - 0.05 + 0.02 - - 0.77 + 0.45
¥ (PH) -(<0.01) 33.1(<0.01) 30.8(<0.01) 38.0(<0.01) 43.2(<0.01) 53.1(<0.01)
u(P1H) 3.9(<0.01) 3.8(<0.01) 4.9(<0.01) 3.4(<0.01) 2.8(<0.01) 4.8(<0.01)
Y=(PH) 4.1(<0.05) 4.8(<0.05) 4.3(<0.05) - 1.6(>0.05) 0.1(>0.05)
t(P1E) 1.5(>0.05) - 1.3(>0.05) - - 0.7(>0.05)

Xt KB SEFHRLE A o BEHASIER

2 # B

2.1 AREHL

WS Z A GAPDH € # 5 i £ i o1 R 8%
BIRT 0.995, KB Co {5 A fh B AR ok 3 X S 2
HENEMEXRR , THTEAS YRR RL
RPFTERIT,
22 KB, &F o BFBEAE mRNA #) &%
(L& 2)

&L survivin survivin—- AEx3 survivin—2B survivin

-3B survivin 2a il CEA CAM5 mRNA 7£ 39 il KX %

HA LA - B

BARAPHAERRHHERE HEESTESA
2 (P<0.01); & survivin survivin—- AEx3 F survivin—
2B mRNA 7EEFHAMMHEREIEYEER TIE
WL (P<0.05), 7K 505 AR kR X bR
A H# | survivin \.survivin— A Ex3 . survivin -2B . surviv
in-3B survivin 2a 1 CEA CAM5 mRNA )2 E &
16, AR TR S AL (P01 T H AL IE
WHALEBHENERIRRAFTRITEE L,
23 RMBRMLFAAE mRNA REAKF L5 BARRT
Hegx ALK 3)

& survivin survivin — AEx3  survivin =2B- sur-

vivin—-3B .survivin 200 1 CEA CAMS mRNA 1 3%
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x3 39 BIXIBEBALR Survivin THETHE mRNA RiZ Kk ESIEREROEER
o total survivin survivin— A Ex3 survivin-2B survivin-3B Survivin2 o CEACAMS
£ n
M P M P M P M P M P M P
3 21 247 0.77 0.51 0.08 0.08 25.12
51 0.571 0.683 0.752 0.934 0.547 0.428
@ 18 2.23 0.74 0.47 0.08 0.07 21.87
<65 19 2.08 0.73 0.48 0.09 0.07 20.93
F i 0.322 0.149 0.891 0.236 0.175 0.269
=65 20 2.53 0.79 0.50 0.07 0.08 26.36
. gl 24 2.54 0.79 0.51 0.08 0.07 25.12
HRAT 0.197 0.116 0.463 0.325 0.479 0.125
"E 15 1.93 0.71 045 0.07 0.06 20.38
e ik 29 2.15 0.73 044 0.07 0.06 21.53
0.078 0.069 0.218 0.14 0.136 0.037*
BE MKk 10 2.67 0.86 0.57 0.10 0.09 30.34
B T+T, 8 1.91 0.61 0.40 0.05 0.05 18.75
0.294 0.043" 0.136 0.068 0.153 0.081
HE  Ta+T, 31 247 0.82 0.52 0.08 0.07 25.64
WMELZE N, 20 1.96 0.65 043 0.06 0.06 20.17
0.136 0.032" 0.267 0.028 0.063 0.041*
¥ ON+N, 19 2.53 0.87 0.54 0.09 0.08 7.59
I8 6 1.74 0.47 0.41 0.04 0.05 15.87
Dukes IH#§ 13 2.06 0.65 0.44 0.06 0.06 21.26
0.068 0.047* 0.316 0.021" 0.094 0.032°
88 e 16 273 0.86 0.51 0.08 0.08 25.15
V#§ 4 2.85 1.02 0.52 0.11 0.07 27.54
1" P<0.05

IKFSHER] W R A A BB ALY TE O (P>0.05) 5
CEA CAMS mRNA 5 % 73 fb 72 £ 4 2% (P<0.05) ,
survivin-AEx3 mRNA 58 B 1HEEH L (P<0.05),
survivin — AEx3 survivin —3B 1 CEA CAM5 mRNA
IR IB K3 5 1 2 25 55 8 A1 Dukes 23834 ¢ (P<
0.05),

3 it i

Survivin J&# -9 i & H (Inihibitor of apoptosis
protein, [TAP) 5 15 BT AL 5 , B IA R AR 5 i ] T 410
HEF, BT EEMBEHA P EHRREX, IEMED
RAeMEESRPREEM ., BET A — B
AR PR IC I FIAYTHE A B 25 2 B H A 408 P B
RESS e R BT R AR A IR P Survivin mRNA #3818
d7 AR PR F AN 7] Y BY 4 AL KR TE 7 [] 4 S 40 i R 52
SR ISR E A, KIERFARIEN, survivin-
AEx3 5 BARB B TR, survivin-2B g4
PT R A, HAE R 0k nT 0 e 4 i A K
J T, survivin 20 7] BE 5T 2 KAR X HL survivin 1 il
BT-ER A6 survivin-3B Al e G HLA T G AR
PHIPETT survivin FREHIVER . Survivin [FBHE A AE
o Rl et B ik o B8 SR AR TS M A 2207 %, 8

ab 2 PN B 40 A AR K TR T S AR AR UM A
A Y,

EHHT, 5K k. CEA K& % AT X B &7
BB TG FIWr LA R B R R M K2 95%
B K5 421 3R 3k CEA , Guadagni®)¥ F§ RT-PCR &
2k G 9E i A SR I CEA mRNA B3Rk 7EF G
KRS B E 9% A H CEA mRNA FHM: &5 69%, T I i
CEA FAtEZN 35%, A5 RT - PCR J7 %% 39
BIRIBIERALR . FESZ 2.5 cm HEFIEE MR 10 cm
A b 8 1F # g BE 2 2355 S A S survivin survivin—
AEx3 .survivin—2B .survivin—-3B .survivin 2a i CEA
CAMS mRNA ik, B A survivin mRNA 7£ 3 F
HE P MR IZ 0 58 100% .38.5%F1 17.5%,
ERPAHRITFEEHEW PCR =YPEEES
TG54, CEA CAM5 mRNA 7 3 R 4E 219 (15 B
MR35 97.4% 12.8% 1 10.3% , & 5 9 55 H 4
RRBEMEXKTPHERBARITEREN EZS
EHHARABRERMEFXIKIFHEREEITER
X o survivin— AEx3  survivin—2B survivin-3B F sur
vivin 2a TE RIS A A P BA R m AR E, 5%
FBHAMERFHERITEREL, BEFKBHAR
BB M R D K AR SR R B, TE R AT B
B survivin FZHEUH IR AR B K BT R MK,
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A 39 B KB 55 2.5 cm AL FIFE B & 10 em LA
A GRRA 342 41 4 PR AR SR D0 40 R
SR, & [A) & survivin survivin- AEx3 H survivin-
2B mRNA IRIEFR 2R AR ¥ L, HEWTERE S
2.5 cm AeBFAAHLHIT 0 FKVH 75 B0,
B CEA CAMS5 mRNA 4 A B8 S e X f s 22
X—ZE R R B survivin mRNA EX A EIE R FR
A E AL R R RI3A YT, EE R BR S B
WL Wi A R HL CEA mRNA A MHE,

Giananil™ [ 6 3% 41 4k 7 B & 56 K i survivin 28
HEIEY MR AR AMAR LR E
W4 I B A R R IEE WS B RIEREUR
FREZRRE N LA, 8IS0 B 1 55 4
o, {E7E SR8 FBRE survivin ER B E®ETZ
RS g R R0 R AR AR R X 2 R e AN 8y
5], KA survivin 58 FH 1 42 65 40 T L B0 7E R HR i 3R
T, SRR R BRI R A EIE R RS
EHERFEAROAEGERE, KOG
survivin .survivin— A Ex3 survivin-2B ,survivin-3B F
survivin 2 mRNA )2} @ & RKK V-, KBMEKXH
TS FREER mRNA )RRk 54 5] 4F
i 9B R AT 56 ,CEA CAMS mRNA 5558
AR E A K, survivin—- AEx3 mRNA 5 957 13 71
WEAH X  survivin- AEx3 survivin-3B I CEA CAMS
mRNA B335 7K F 2 5 B 455 5% 1 Dukes 73 ]
FX EEEME 10cm A EWIEE XKBAHAH S K
AR 2 17.9% 89 442 & survivin 15, W BB
HFIER NS WRBEEKRE L EMEEDE sur-
vivin mRNA 8RR R 2 M Bt &Rk, HEBy#As
&k mRNA fFEIEH KA R P REE D RN
survivin 55 28 # & mRNA W] 88 X% 2 5 K i 12 e
HIVER £ A 22 o

FHEPIRATEEREGARTRGE LS4
AR A4, SBOUBHE R ELE
FRRE ST AR GE MR e R, BF 5T A3 RT-PCR K I
H R IR KT 2 5 0 B PR B E AR EE LD,
BREH 23 PR R 2 M B A A L PR 3 A A A
A B, RO I AR AR E W
JG . HET, HFR#HIA N survivin TR 8] BAH A E )

hEE™ EMEMBEH SR HHEXR SR/
HAYF RN AEE, X—RATRERBER
B, ¥ B F X B Survivin £ IF RS S ¥8 5008 T R
T A Aok 92 DA B B A 99 o
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