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Selection and identification of differential proteins in plasma/serum with

hepatocellular carcinoma by proteomic techniques
SHANG Jing—chuan,et al
(Department of Medicine Analysis , College of Pharmaceutical, Chongqing Medical University)

{ Abstract JObjective: To establish a two—dimensional polyacrylamide gel electrophoresis(2-DF) technique for plasma/serum proteomics.
Methods : Plasmas from 8 healthy volunteers and 10 with hepatocellular carcinoma (HCC), and sera from 8 HCC were collected. After six
proteins of the highest abundance in plasma/sera were depleted by the Multiple Affinity Removal System (MARS) Technologies from
Agilent, plasma/sera were subjected to 2-DE. After comparing, analyzing and identifying by the software PD Quest (7.4,0),the
enzyme~digested products of differential expression proteins were analyzed by MALDI-TOF-MS. The Peptide mass fingerprinting (PMF )
data were obtained and used to identify proteins through NCBinr data bank. Results:In comparison with the healthy volunteers,20
differential proteins were identified in the plasmas of the HCC patients,among which 18 protein expressions were up—regulated and 2
down— regulated. In the sera of the cancer patients,23 differential proteins were identified,among which 17 protein expressions were
up-regulated and 6 down-regulated. Tumor necrosis factor-inducible protein TSG-14 and FADD protein were both identified in the
plasmas and sera of the cancer patients. Conclusion:The differential proteins,including RING finger protein 34, Wilms' tumor
1-associating protein,CD147 antigen, Tumor necrosis factor—inducible protein TSG-14 from plasmas group and Protein kinase
NYD-SP9, Tumor necrosis factor receptor super family member 19 precursor, Histone~binding protein RBBP4,FADD protein, 265
protease regulatory subunit p28,CD82 antigen, Autophagy protein 5 from sera group may be used as markers for HCC in blood.
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SEHJRBH R 52%, WFHE A BRTE 10 GlREG b E P ER
&1 10 GIFFEREAIFAIE AR R

e FERR (S ) HBsAg/HBsAb HBeAg/HBeAb HBcAb/HCVAb FH iR 2 (ng/ml)
1 46 +/— +/- +/- 1.0
o 42 = /- +/- 6.37
3 39 +/- +— +/— 3.95
4 51 +/— —/+ +/- 1.9
5 45 +- /- +- 21.3
6 73 +- +/- +- 2432
7 33 +/- -/~ -I- 38 350
8 46 +/— /- +/- 191
9 50 +- e +- 32120
10 56 S I+ +/- 668.63
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k2 MFEsRELERAOERRERER
No. z2718= FEFE R Mr(Da)/pl Al 55‘1}1@22;3 i
it
1 Q969K3 212 41 641/4.8 RING finger protein 34(RIFF) 1
2 Q15007 174 44 244/5.1 Wilms' tumor 1—associating protein 1
3 P35613 9.6 42201/5.4 CD147 antigen 1
4 P26022 11.5 42 020/4.9 Tumor necrosis factor-inducible protein TSG-14 1
5 P24385 23.7 33729/5.0 PRAD1 oncogene 1
6 P43365 169 34 837/4.7 MAGE-12 antigen 1
7 099675 32.8 38242/5.1 Cell growth regulator with RING finger domain 1 1
8 P61421 28.2 40 329/4.9 Vacuolar ATP synthase subunit d T
9 043866 222 38 088/5.3 IgM—associated peptide 1
10 Q9BRRO 15.6 60617/5.9 Zinc finger protein 506 )
11 P02679 33.1 51512/5.4 Fibrinogen gamma chain precursor 1
12 QINV56 422 22417/5.6 MRG-binding protein 1
13 Q7Z6A9 37.0 32782/5.9 B and T lymphocyte—associated protein 1
14 Q16539 19.2 41 162/5.5 Mitogen—activated protein kinase 14 1
15 P02741 25.9 25039/5.5 C-reactive protein precursor i)
16 Q9BV57 15.6 21499/54  1,2-dihydroxy-3-keto—5—methylthiopentenedioxygenase 1
17 Q9H426 283 29 330/5.7 Regulating synaptic membrane exocytosis protein 4 1
18 P31995 24.1 35579/6.4 IgG Fe receptor I —¢ 1
19 P19883 215 38 008/5.5 Follistatin precursor (FS) (Activin-binding protein) }
20 Q13158 21.6 23 280/5.5 FADD protein !
kTS
23 P48595 52.4 45 403/5.8 Serpin B10 1
24 P48667 14.8 42 469/5.3 Keratin 1
25 P01009 15.3 46 737/5.4 Alpha-1-antiproteinase 1
26 075121 39.1 45 380/5.1 Protein kinase NYD-SP9 1
- QONS68 184 46016/5.3 Tumor necrosis factor receptor superfamily member 19 )
precursor(TRADE)
28 Q09028 5.7 47 525/4.7 Histone—binding protein (RBBP4) 1
29 Q15649 41.3 17 607/5.5 HNF-4a coactivator 1
30 P05162 23.5 14 645/5.9 Galectin-2 1
31 043312 11.1 82 252/6.5 Metastasis suppressor protein 1 1
32 P11142 9.6 70 899/5.4 Heat shock 70 kDa protein 8 1
33 095125 11.3 74 693/5.6 Zinc finger protein 202 1
34 P02768 24.8 69 367/5.9 Serum albumin precursor i
35 P06727 174 45371/5.3 Apolipoprotein A—IV precursor 1
36 Q8TDI1 255 71910/4.8 Melanoma-associated antigenC3 1
37 000499 9.4 64 700/5.0 Myc box dependent—interacting protein 1 1
38 Q8N8U3 15.2 52817/4.4 Zinc finger CCHC domain~containing protein 5 1
39 Q13547 6.2 55 103/5.3 Histone deacetylase 1 1
40 Q13158 21.6 23 280/5.5 FADD protein }
41 075832 25.7 24 428/5.7 268 proteasome regulatory subunit p28 !
42 P27701 19.1 29 626/5.1 CD82 antigen i
43 Q9H1YO 10.5 32448/5.5 Autophagy protein 5(APG5-like) !
44 P22891 38.0 44 744/5.6 Vitamin K-dependent protein Z precursor !
45 P26022 15.7 42 020/4.9 Tumor necrosis factor—inducible protein TSG-14 !
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