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DNA microarray screening and analysis of the virulence gene in golden hamster

cheek poch mucosa with precancerous lesions
ZHANG Guo~-dong, et dl
(Department of Oral and Maxillofacial Surgery, the First Affiliated Hospital, Chongging Medical University)

[ Abstract JObjective: The aim of this study was to screen and analysize the important virulent genes in golden hamster cheek poch mucosa
with precancerous lesions induced by DMBA. Methods: The models of golden hamster cheek poch mucosa precancerous lesions were
induced by DMBA (styrene— dimethyl —anthracene ). We extracted the total RNA from the normal mucosa and precancerous lesions; then
we respectively used the Cy3 to mark the cDNA of normal mucosa and precancerous lesions; and used the Agilent Rat microarray
containing 41,000 genes/ESTs to screen the differentially expressed genes; used the screening criteria of Log2Ratio =2.5 and
Log2Ratio =-2.5, at last using the Gene Ontology to analysis the biclogy funciion of the important virulent genes. Meanwhile, we
confirmed the correctness of the resulis of the Gene Chip by using the RT-PCR to verificate some important pathogenic genes. Results : We
detected a total of 1331 differentially expressed genes (up-regulated 747; down-regulated 584).GO analysis showed that these
differentially expressed genes mainly related to the macromolecular metabolism, signal transduction and so on. The RT-PCR results of
Atp6v0d2 and Sfrp2 were consistent with the gene chip analysis. Conclusion: Towards the screening and analysis of the important
differentlily expressed genes in the gold hamster cheek pouch mucosa with precancerous lesions, we found that the special
stage—precancerous lesions involved in changes in multiple genes. The further study of these genes is useful to explore the pathogenesis of
precancerous lesions in the oral mucosa and effectively prevent the occurrence of precancerous lesions.
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1.2.3 cRNAMRIES AR BRI KK AR IC BN
A RNA, SHHE Cy3 Birtric. BHRLHWT 17 2 X
1.5 ml B a5IMALLE 2 FERA RNA & 2 g, RE
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H1E 1 min, SRS EAEE A BER 2 B F 37°CTE% 1 min,
13 Shiatedsass s

T H R ac g5 R A Agilemt G2565AA 28T FATH
$# , Feature Extraction 3 EE, P52 K 5 p,m,j"f:EE
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Genbank B335 FELZFR BeadEN LR Ihagsark
NM_213769 Vps37h chri2ql5 12.95 Y
CB544723 CB544723 chrXq31 10.92 S
BF395964 BF395964 chri5qll 10.16 F S|
NM_031736 Slc27a2 chr3q36 9.49 YA
NM_022854 Fabp9 chr2q23 8.47 L)
BF391522 BF391522 chr7q33 8.42 K50
U15550 Tne ES] 8.00 Eilli ok -0y
XM_222794 Tnn chrl13g22 7.63 HBRFH
S79307 $79307 ES 725 ARF
BM386498 BM386498 chr12q16 6.90 K
CB548350 CB548350 PSSt 6.78 K0
NM_198733 Cyp2b13 chrlq21 6.77 EEHE
FH ENSRNOTO00000023693 ES] 6.7681 ES)
NM_130399 Ada chr3q42 6.7634 SRR
NM_001011972 Atp6v0d2 chr5q13 6.70 BFiEE
NM_031055 Mmp9 chr3q42 6.67 YA
BF554576 BF554576 chr6q16 5.78 AH
NM_053976 Krt1-18 chr2q22 5.64 il e
50 ENSRNOT00000039417 chr7q36 5.50 Mg
CN542880 CN542880 chr9q31 531 A
4 LHHRBRGREERENBIIETHAIERRE TESHE XA 20 BHER
Genbank & %5 FH AR PN AR phi125) ]
AW143803 AW143803 chrXq36 -6.56 P
KA XM_227369 chr2q34 -6.12 R
FH CK476066 chr3q32 -5.79 R
NM_00100413 Ka24 chr10q32.1 -5.64 il k)
BI285820 BI285820 chrlg35 -5.51 ES
BQ206156 BQ206156 chr2qll -532 A
XM_341380 Zic5 chr15q25 -5.27 Znpasre
AI230614 AI230614 chr13q23 -5.19 PNl
XM_001039341 LOC497978 chr10426 -5.16 /AN
ARH A_44_P201738 KA -5.15 E S
ENSRNOT00000012658 Sfrp2 chr2q34 -5.10 HERE
AW917697 AW917697 chr16P16 -5.08 ES
M16406 M16406 chrlq43 -4.99 551%%S
TC623083 TC623083 chrdq44 -4.92 A
AAB49743 AA849743 chrlg3l1 -491 FA
XM_001017444 Tm2d2 chrl6ql2.4 -4.82 YA
XM_225241 Hivepl chr17P12 -4.79 S ey
BQ199467 BQ199467 chr3q41 -4.77 A
XM_001056150 LOC362068 chr2ql1 -4.69 55155
XM_013170 Guey2e chrdq43 -4.65 (Eacdiats







