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Research progress of long non-coding RNAs in the regulation of intervertebral disc degeneration
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Abstract: Intervertebral disc degeneration (IDD) is the main cause of low back pain. At present, more attention has been paid to finding
the mechanism of IDD at the cellular and molecular levels. It has been reported that long non-coding RNAs (IncRNAs) affects the pathological
process of IDD. This article reviews the regulation of IncRNAs on the proliferation, apoptosis, senescence and autophagy and other aspects
of nucleus pulposus cells, and summarizes the IncRNAs and related target genes or pathways that regulate the proliferation, apoptosis, ECM

synthesis and degradation of cells in the intervertebral disc. It is worth noting that some IncRNAs do not act as competing endogenous RNAs
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(ceRNAs) ,but directly bind to stable related microRNAs(miRNAs) and enhance their miRNAs expression to regulate IDD. In addition, current

studies mainly report the regulation of IncRNAs on nucleus pulposus in the intervertebral disc. In the future, further exploration of the regula-

tion of IncRNAs on the cartilage endplate and annulus fibrosus can provide more theoretical support and basis for IncRNAs regulating IDD.

Keywords: IncRNA ; intervertebral disc degeneration; proliferation; oxidative stress; apoptosis; senescence; extracellular matrix
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