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[ E)] B 24 S5mETEE KR E4ID RNA (IncRNA) AN RNA (miRNA) 4T HAS S, DLIIEAT In-
cRNA A miRNA {EIEE TG M AT S VIR . 3% #6522 PubMed ., Embase . Web of Science , CNKI 1 Cochrane B 5 TEEL
P B 72 SR A R /R — R R 3R 3 T e XU A, A R 4.0.2 90T KBS EL (HROAIAESE 28 . R
YA 27 FEhxt 2 967 FlEE IR A LR, SRIAN IncRNA 5 2R EFFRTG AR AR, &M HR 242.49(95% CI:
2.04 ~3.03, P < 0.001) ;IncRNA 5 miRNA EAH, G-I B 4-0.68(95%CI: —0.8 ~ —0.56) . Z518 R0 RNA X TREAE
T PTREZTUMIER -, H IncRNA 5 miRNA Z[BIfF AR , FTREH R AR E e iE T o
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Correlation between IncRNA and miRNA and theirs effects on cancer
prognosis: A meta—analysis
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[Abstract] Objective To analyze the relationship between long non—coding RNA (IncRNA) , microRNA
(miRNA ), and the prognosis of cancers. Methods We searched PubMed, Embase, Web of Science, China National
Knowledge Infrastructure and the Cochrane Library for relevant cohort studies, used the Newcastle—Ottawa Scale to
assess the risk of bias, and employed R 4.0.2 to analyze hazard ratio (HR) and correlation coefficient (). Results
A total of 27 studies involving 2 967 patients were included. The forest plots showed that high expression of IncRNA
was correlated with a poor overall survival rate, with a pooled HR of 2.49 (95% confidence interval [CI]: 2.04 to
3.03, P < 0.001) ; there was a negative correlation between IncRNA and miRNA, with a pooled r of —0.68 (95%
CI:-0.8 to —0.56). Conclusion LncRNA may be a predictor for the prognosis of cancer. There is a correlation be-
tween IncRNA and miRNA , and they may work together to affect the prognosis of cancer.
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miRNA) | £ 5% 3 45 % RNA (long noncoding RNA, In-
cRNA )24

IncRNA J&— 28 4E 85 1 BT 2 5 19 RNA 54 58597
HLATH T 200 bp MIRZ TR , AS HAT 5858 1 T 50 ) 152
HE, BT Ak 2 8 (4 i BE 7159 miRNA J& — 28 K
18 ~ 254K R 45 B AR A% RNA 3l i it B
A X Y S 55 R 4 ) mRNA 1 37 sl B R X
(3" UTR) & AEFCXT, TR A 751 (5" %ii 2 ~ 8 it
TR H)P 7, AE e 3 Jr @ i P mRNA BRIk 5
T mRNA AR I 35 R 325K Bl A5 49T A 0 2 S,
HIWFFEAS IR A, IncRNA Fl miRNA 75 18 14 & 4E
R b AR v B A EAE R R R 7 B A, S [
FEIK , e DI R I PR G 5 oA P R

F H /A 1E, XF IncRNA A1 miRNA () AH B AE
AT TVFZ MR HR B AAAEA A — 41, i
LW 78 U5 S AR DG 7 T A R e 1 4GE
e B S A TSR AT 25 5 VE M, AR AR
AR GRHWE IR S % R T RS TS
SR PSS 19 IneRNA Fll miRNA 30 7 HoAH 56
PE, IIEAT IncRNA 1 miRNA 78 15 K AH 6P 77 1
IR

1 ARSI

1.1 KRR

AH 5& SCHK 38 5 PubMed . Embase , Web of Sci-
ence , CNKI I Cochrane [&] 45 15 £ 8 2 HEAT46 2 46
2R H AT I 31 2020 45 8 J1 20 H o 51 HIAYAHIESC
BRZE I N e RS oA Z BT BTt A TR 2
it LA AR TR O B R R AT R R, 3 SR R 0]
“long noncoding RNA/ long ncRNA/IncRNA/ lincRNA/
long intergenic non-coding RNA/long untranslated
RNA” , “MicroRNA/miRNA/RNA, Micro or miRNA/
Primary MicroRNA/pri-miRNA/stRNA/pre—miRNA” ,
“Neoplasms/Neoplasia/Neoplasm/Tumors/Cancer/Ma-
lignancy” s PSR 200« “RKAEAR Jm S RN A/ AR it
RNA/K 4 A 25 11 4% 45 2 12/IncRNA” , “miRNA/mi-
croRNA” , “ i J& /982 /Neoplasms/Neoplasia/Neoplasm/
Tumors/Cancer/Malignancy” .
1.2 MNFOHEBRARE

A AR : DK T IncRNA-miRNA [ H1 ek K
FCS RS AR A TIUS A OGRS BASUAT 5T ; @It
WEFEARERYIERAE 2L 2L TR H LU T R AT 1, DA

A IncRNA Al miRNA 1) 2 157K F s @HRE T HR
K 95% CI Fil lncRNA-miRNA A0 56 22 %0 r; DRERS
A4S SO CHEBR bR E . D25 F 1 A EMR
B EE KRR @6k = 7T AW, i HR K
95% CI.,

1.3 ki AN EHE R AN

MR il i 98 A FNHEBR AR AE , P07 B 58 5
S7 M SCHR , SRS VTR SCRR AR REFIR 22, SR DA
o B AR 2 T 32 A T SRR A A B 20K, U ) 32 4
SC o A AT 5 (] WU 3 N3 =R T TR A R 5K
P BB WO 2 3 b ST AT, A A AT 2 S U5 ik
AN R o AT 2 N SCiik 4 i (5 L - O
W—AEF U K 5 QMg 257 4
K REAAR ; BIncRNA FImiRNA 1944 7% ; @IncRNA Fl
miRNA 357K F ; @lncRNA-miRNA 4 56 2 5k
rs @K 771 s OBETT I R i S8 s @ A2 s
1 OHR K H AR #Y 95% CI ., 25 3R 2 4% PRISMA
FIYRS , FENHS S CRD42020186889",

1.4 {REREEITEA,

PR AR5 3l 3 L 5 o8 S 1 A £ DR DA
i FH 21 45 W7 Rk - I8 KA 2 5% (the newcastle—ottawas-
cale, NOS) X} & i SCHRPEAT L= 7 EA , BT Y 34>
J7 T G 0] Lotk (S5 5L ) AT IEAN i 2 A% 1 I 5Kk
A (> 6 WU AR R ) .

1.5 Gitah

AR 4.0.2 4T 50OR 31T o & I TR0 B R S
. (HR) 1 IncRNA-miRNA 1 #H ¢ 2 %50 r, KU H
(HR) i FH % B XU e (logHR ) B2 HE ot Kb i 152 (
SElogHR )5 41591, AHOC R B r [dH Fisher’s 2
AT O 15O o R P AT S B v
s, P> 50 %35 P < 0.1, B AR5 2 I FETE S5 5
P, R F B LA AR A BT 25 5, ISR e A, SR
52 RN AR (P < 50 % 8% P = 0.1) , JHZRARE 5
7 meta Z3 BT 45 5 WHO iR 20 8 R 47 048 43
BT o TETE 1 & A A Egger” s R 560 54T 1EA , 40
I AFAE 2 57 W FH 5 NP e 3% O o %o 45 R 1
SZ 8 SRR 43 AT LA 31 45 A BF 98 B8 X HR
AL MBI P < 0.05 I BA S L,

2 HR
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Wi i P Sk
i Sk (n = 2972)
IR TR BB (n = 2610
RISk (n = 362) i n = 2610)
FrevttE SR AN fi@iggg%ifﬁn(%w
A TN _ N PINAED ’
PRATVERI SRR (n = 27) 2 FHRE] miRNAFIFE R = 20);
3 AR AR (1 = 70)3
TV — 4 T AT R = 144)5
Sy H T B BRI S e
(n=127)
TG metasy | | T2 meta

(n =27)

DRI CER(n = 16)

B X RREE

JE R 2 972 F WE 5T, ARG I AHEBRARHEGf 12 , H- 140
e 1SR AN S R 362 R TIE A 27 R F oA
e N LI bri e i S VTS

2.2 N RREFME

27 RS A B 2 967 1 REA R IL R A 42
~ 248 i, IXBEHIF 5T & T 2016 4E 5 2020 4F, ¥ ok A
o AR 27 R AR FLARE 20 AL R G
JiE 14 Sk SR IARE 5 5% i 2 e LR 20 RS 2
T B R s R ERIE 1R R qRT-PCR A
IncRNA Fl miRNA i3RI, FEAC B R IR T-2H 21
FEOTHT AR FRAR IS SR A A7 2R (0S) , 59 E 5 A1
K IneRNA A5 27 55, A 16 55 T IncRNA Fll miR-
NA JIAHSEPE  HR K 95% CTFIAH % 2280 2 B4
ST HRAR I 1 D i B SR I A B SR A
KR -1E KA R (NOS) B2 = 6 iR, 5
FRIELE 1,
2.3 IncRNA 5§ 2k & FE 2 BRI KB

ZEA T 2TRIWES , AL T 2 967 Bl iE i, 1
SER R T IR IncRNA 5 SR 1R 1 5 AN
B AHEHE (B12) o i TP =80% (P < 0.001), # i
AT BEALEL R AL, A5 I HR 2~ 2.49(95% C1:2.04
~3.03,P <0.001) .3 i3 W 4H 4 Hr (K 3) Wor , 7EFL
J IR Sk SR AR L T AT AR () T Ak
9o (B 5 B AE ) Jlas A A AE (R 28 5 o

o8 B RS T, IneRNA kKA T+ 5 B AT
F(OS) AR EAEF(HR =3.43,95%CI:1.93 ~ 6.09,
P < 0.05;HR = 2.73,95%CI: 1.68 ~ 4.45,P < 0.05;
HR =2.05,95%CI:1.43 ~2.95,P < 0.05; HR = 2.57,
95%CI: 1.80 ~ 3.67, P < 0.05; HR = 1.90, 95% CI:
1.49 ~2.43,P < 0.05; HR = 2.59,95%CI: 1.87~ 3.57,
P < 0.05) . Egger’ s £ 5 P i 7 B R 43 A1 (P <
0.05) FETE K Rty . 25 ANER I 5 (B 4) , Bon &
FF Y HR W % R A fey A W S 52 0], 235 SRR o BUR%
PR (1B 5) FBAA 3BT 2 Ao F ] S .

Weight  Weight

Study TE seTE Hazard Ratio HR 95%-Cl (fixed) (random)
yong zhu 2019 1.42 05787 414 [133,1286) 03%  2.0%
Peng Zhou 2016 1.98 0.5026 ———— 7.22[270,19.34 04% 2.4%
Ning Zhou 2019 0.81 0.3812 [ 226 [1.07; 476] 0.8% 3.3%
ZHANG 2020 1.31 0.3122 A 371 [2.01; 6.84] 1.1% 3.8%
Lei Zhang 2019 0.76 0.3691 R 214 [1.04; 441] 08% 3.4%
Ling Yao 2019 0.95 0.4382 259 [1.10; 6.11] 0.6% 28%
Guanggi Yan 2017 0.99 04319 268 [1.15; 6.25] 0.6% 2.9%
Xin Wang 2020 1.09 0.3125 —h— 296 [1.60; 546] 1.1% 3.8%
Feng Tian 2017 0.45 0.0914 ¥ 157 [1.31; 1.88] 13.3% 58%
Shuanzhu Cao 2016 1.03 0.3595 = 280 [1.38; 566] 0.9% 3.4%
Peng Du 2017 0.71 0.3223 M 204 [1.08; 383] 1.1% 3.8%
Du2019 1.06 0.3191 — 290 [1.55 5411 1.1% 3.8%
J Bai 2019 1.17 0.3397 == 321 [1.65 626] 1.0% 36%
Jia-Wen He 2020 0.98 0.3048 —— 267 [147,486] 12% 39%
Zehua Bian 2017 092 04104 T 251 [1.12;562] 0.7% 3.0%
Mingwen Jiao 2020 0.15 0.0453 116 [1.06; 1.26] 53.9% 6.0%
Huang 2019 1.10 0.3370 e 302 [1.56; 584] 1.0% 3.6%
Bo Huang 2019 1.14 0.3287 —— 3.13 [1.64; 596] 1.0% 37%
Song Gao 2019 2.04 04016 —— 7.70[350;16.92] 0.7% 3.1%
Yunfeng Fu2018 1.26 0.4901 353 [1.35 9.22] 0.5% 2.5%
Chunging Dou 2017 0.98 0.2363 —— 266 [1.68; 423] 20% 46%
Xichun Cui 2019 1.90 0.7172 6.66 [163;27.15) 02% 1.5%
Chunhui Cui 2018 0.38 0.1830 = 146 [1.02; 2.08] 3.3% 5.1%
Jianan Chen 2019 0.69 0.3228 i 199 [1.05; 3.74 1.1% 3.8%
hua liu2018 0.44 0.1702 —+ 154 [1.11; 2.16] 3.8% 5.2%
LI2019 1.06 0.3387 —— 290 [1.49; 562] 1.0% 3.6%
Li2018 0.60 0.1294 o 182 [1.41; 234 6.6% 5.5%
Fixed effect model 1.61 [1.41; 1.61] 100.0% -
Random effects model < 2.49 [2.04; 3.03] - 100.0%
Heterogeneity: I* = 80%, * = 0.1670, p <0.01
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Weight  Weight A I, I 2025 5 (K1 6) o 43T & B IncRNA
Study TE seTE Hazard Ratio HR  95%-Cl (fixed) (random) ) N
R— 5 miRNA 27, TP =79% (P <0.001), # fii
subgroup = Breas| {
yong zhu 2019 142 05787 T 414[133,1286] 03%  20% 2 ]
JBai 2019 117 0.3397 :; 321 [165; 6.26] 1.3? 36% FEEHLS iﬁ@%i s | ﬁE/J {Ej‘j -0.68(95%C1:-0.8
Fixed effect model : 343 [193; 6.09] 1.3% - - N
o sl modil <&  343[193 600 -~  56% ~=0.56) WLH M (7)o TEFUIR I RE T Ak iE
Heterogeneity: /° = 0%, " =0,p =0.71 “ N s |
IR 386 ) T A IR0 98 45 B 5 ) k50
Peng Zhou 2016 198 05026 —— T22[270,1034] 04%  24% 2 , e E 2, B
GuangqiYan2017 .99 04319 208 {1.;3; gigi 0o%  20% TR g s A RE (R BORE ) H, IncRNA 5
XinWang 2020 109 0.3125 o 96 [160; 546 1.1 !
s 2018 044 01702 - 154 [111 216] 38%  52% miRNA % 2 7AHK (r = -0.37,95% CI:-0.68 ~ —0.05;
112019 106 0.3387 o 290 [149,562) 10%  36% A
Fixed effect model < 217 [1.69; 2717 7.0% - = — - ~ — . Ja—
ok it el S (i . r 0.65, 95% CI: -0.90 0.39; r 0.84, 95%
RSN Cl: -1 ~-0.62; r =-0.45, 95% CI: -0.63 ~-0.27;
subgroup = Digestive system(liver)
Ning Zhou 2019 08103812 H— 226 [107, 476] 08%  33% r =-0.59, 95% CI: -0.79 ~-0.40; r =-0.75, 95%
ZHANG 2020 13103122 Eaa 371 [201; 6.84) 1;.;: g.g& Y A as )
Feng Tian 2017 045 00914 + 157 [131; 188 13 S L o A T3S f s
Mingwen Jiao2020 015 0.0453 - 116 |1.$; 122} sg.g: s.g& CI:-0.63 0.27) . Egger's R B VA A 1) 252 3 M
Chunging Dou 2017 0.98 0.2363 —— 266 [168, 4. i 4 e N
Xichun Cui 2019 190 07172 6661632715 02%  15% far( P=0.96 ), 25 R /R A 3 1 & Rl U
Fixed effect model U 129 [120; 140] 71.3% - o
Random effects model s 2,05 [1.43; 2.95] 25.0% '@ﬁ}jﬁ( Kl 8 )%@Eﬁ &1|]E4J§}1¢ﬁ15$m% ﬂ]m‘éﬁé N
Heterogeneity: I = 87%, <° = 0.1334, p <0.01
subgroup = Digestive system(other) Study Hazard Ratio HR 95%.-Cl
Lei Zhang 2019 076 0.3691 i 244 [1.04; 4.41] gg: gg:
Ling Yao 2019 095 04382 259 [110;6.11] O ! . .
D208 1,06 03191 —— 200 [155 541 11%  38% Omitting yong zhu 2019 T 246 [202,3.00]
Zehua Bian 2017 092 04104 e 251 [1.12,562] 07%  30% Omitting Peng Zhou 2016 —— 241 [1.98,293]
Bo Huang 2019 1.14 0.3287 = 313 [164 596 10%  37% Omitting Ning Zhou 2019 —— 250 [2.04;3.06]
e, L i <+ 2uboaa
ui Cui .38 0. B ? 02, 2. . % siee) ) : *
JananChen2019 060 03228 RS 199 [105 374 11%  38% Omitting Lei Zhang 2019 T 250 [2.04;3.06]
Fixed effect model 4 225 [181; 279] 9.2% = Omitting Ling Yao 2019 —+— 249 [2.03;3.04]
Random effects model < 257 [1.80; 3.67] 28.6% Omitting Guangqi Yan 2017 —— 248 [2.03;3.04]
Heterogenely. | = 50%, = 0.1487,p = 0.2 Omitting Xin Wang 2020 —— 247 [202;3.02]
subgroup = Other Omitting Feng Tian 2017 —+— 260 [2.08;3.25]
Shuanzhu Cao 2016 1.03 0.3595 At 280 [1.38; 566] 09%  34% Om!lt!ng Shuanzhu Cao 2016 —+— 248 [2.03;3.03]
Peng Du 2017 071 03223 e 204 [108; 383 11%  38% Omitting Peng Du 2017 —— 251 [2.05;3.08]
Jia-Wen He 2020 098 0.3048 7 267 [147, 486] 12%  39% Omitting Du 2019 == 247 [2.02;3.02]
Huang 2019 110 03370 o 302 [156;584) 10%  36% Omitting J Bai 2019 F— 246 [201.301]
Fixed effect model hd 250 [187; 357  4.1% ) itting Jia-Wen He 2020 5 248 2 03:303]
Random effects model . 259 [187; 357] 147% Omitting Jia-Wen He w245 [203,3)
Heterogeneity: I* = 0%, ° = 0, p =085 Omitting Zehua Bian 2017 —+— 249 [2.03;3.04]
. . Omitting Mingwen Jiao 2020 = 251 [2.13;296]
v i Omitting Huang 2019 —— 247 [202;3.02)
Yunfeng Fu2018 126 04901 353 [135 922 05%  25% s - ’
Loty 0560 01294 . 182 {1.41; 2.34} 66%  55% Omitting Bo Huang 2019 246 [202,301]
Fixed effect model > 190 [149; 243 7.14% - Omitting Song Gao 2019 —— 238 [1.96;288]
Random effects model o 214 [1.22; 3.75] - 8.0% Omitting Yunfeng Fu 2018 —+— 246 [2.02;3.01]
Heermgenety ) =4cmy SlIn RS 010 Omitting Chunging Dou 2017 —— 248 [2.03;3.03)
Omitting Xichun Cui 2019 —— 245 [2.01;298]
Fixed effect model 161 [1.41; 1.61] 100.0% It Lul e
Random effects model ¢ 249 [204; 3.03] - 1000% Omitting Chunhui Cui 2018 —— 257 [2.09;3.17]
Heterogeneity: /= 80%, +* = 0.1670, p <0.01 | I ! Omitting Jianan Chen 2019 —;— 251 [2.05;3.08]
Residualheerogenety. = 0%, p <001 0.1 0512 10 Omitting hua liu 2018 —r— 257 [2.08;3.16]
Omitting LI 2019 —— 247 [2.02;3.02]
B3 IncRNARIAS SR EFRI AT HRKE Omitting Li 2018 —— 255 [207,315]
Random effects model < 2.49 [2.04, 3.03]
|
o
S ] 05 1 2
Z_ 5 REETFRMEEMEN T
« O 7] k4 \,
I3 i
I ° . 4 S Fisher's z transformed Weight Weight
B < o / o Study Total correlation ZCOR  95%-Cl (fixed) (random)
E e ,,‘-’3 v ¢ yong zhu 2019 2 — 037 068,005 29%  53%
o w | o o ) Peng Zhou 2016 152 - 060 [076,-044] 112%  71%
° 4 N Ning Zhou 2019 52— 065 [093-037] 37%  57%
© o/ ., ZHANG 2020 565 —— | A7 [144089] 39%  58%
° Y Lei Zhang 2019 240 = 076 [089,-063] 178%  75%
~ P s Ling Yao 2019 69 —— | 122 [146,098]  5.0% eg:
c o e Guanggi Yan 2017 46 | —— 027 [057,003] 32% 559
T T T Shuanehu Cao 2016 66 —— 065 [090;040] 47%  6.1%
05 1.0 20 50 Peng Du 2017 60—t 084 [108-060] 50%  62%
Mingwen Jiao 2020 118 - 0 eg }? gg 8 gi} ﬁff 2'82,"
' Song Gao 2019 62 —— | 140 [1.35.- % 6.0%
Kazard Ratio C[I]lzgqn?goDou 2017 87 i:— 031 [053,-010] 23; gg;
Xichun Cui 2019 70 . 055 [079031] 50% 629
4 BEEERERNEZRFEE ;llcfni'l;rr: zcorli:e;zmg gs —:: ggg {ggg ggg} gg; g;/z
L2016 106 e 059 [079040] T8%  68%
. LVNRN 3 Fixed effect model 1377 <I> -0.68 [-0.73; -0.62] 100.0%
2.4 IncRNA'—i mIRNAZIETJ E’\BEE% RI::doemeecﬁectsmodel -0.68 [-0.80; -0.56] - 100.0%

16 TR AT A 2 G U E T IneRNA 5
miRNA A 28 r, &0 Fisher’s 27

AR AT RN

Heterogeneity: 2= 79%, 220, 0474, p E 0 01
0 05 1

E 6 IncRNA 5 miRNA #8£4ERI7R Ik E
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Fisher's z transformed Weight Weight
Study Total correlation ZCOR 95%-Cl (fixed) (random)
subgroup = Breast
yong zhu 2019 42
Fixed effect model 42
Random effects model
Heterogeneity: not applicable

037 068005 29%  53%
037 [0.68;-0.05]  29%

-0.37 [-0.68; -0.05] 5.3%

— T

subgroup = Digestive system(other) |

Peng Zhou 2016 152 060 [076,-044] 112%  T7.1%
Lei Zhang 2019 240 076 089063 178%  75%
Ling Ya0 2019 60 —— 422 [146.008] 50%  62%
Song Gao 2019 62 —— | 410 [135.084] 44%  60%
Jianan Chen 2019 68 050 [083.034] 47%  61%

Fixed effect model 689
Random effects model
Heterogeneity: I~ = 85%, «* = 0.0523, p < 0.01

0.79 [-0.87;-0.71] 432%

-0.84 [-1.06; -0.62] 329%

subgroup = Digestive system(liver)

Ning Zhou 2019 5 065 [093,037] 37%  57%
ZHANG 2020 55 —— | 417 [144,089) 39%  58%
Mingwen Jia02020 118 060 [079,042] B7% 6%
Chunging Dou 2017 87 - 031 [053010] 63%  65%
Xichun Cui 2019 70 055 [079,031] 50%  62%

Fixed effect model 382
Random effects model
Heterogeneity: I° = 83%, t° = 0.0695, p <0.p1

0.61 [-0.72;-0.51] 27.6%

-0.65 [-0.90; -0.39] 31.0%

subgroup = Head and Neck
Guangqi Yan 2017 46 —
hua liu 2018 77
Fixed effect model 123
Random effects model_

Heterogeneity: I” = 54%, t” = 0.0216, p = 0.§4

027 [057,003] 32%  55%
055 [0.78,-033] 56%  63%
-0.45 [0.63;-0.27] 8.8%

-0.43 [-0.70; -0.15] 11.8%

subgroup = Other

Shuanzhu Cao 2016 66
Peng Du 2017 69
Fixed effect model 1356
Random effects model
Heterogeneity: 1% = 15%, ©* = 0.0028, p=0p8

065 [0.90,040] 47%  6.1%
084 [1.08,060] 50% 62%
0.75 [0.92;-0.57] 9.7%

-0.75 [-0.93; -0.56] 123%

subgroup = Lung

Li 2018 106
Fixed effect model 106
Random effects model
Heterogeneity: not applicable

050 [079,040] 78%  68%
059 [0.79;-040]  78% i
059 [0.79;-040) -  68%

Fixed effectmodel 1377
Random effects model <
Heterogeneity: 1% = 7%, 1* = 0.0474, p k0.

Residual heterogeneity: I°=81%,p <001 05 0 05 1

&7 IncRNA 5 miRNA #8 3t B9 17 48 5 47 7R #R B

068 [0.73; -0.62] 100.0% -
068 [080;056] - 100.0%

Study Correlation COR 95%-Cl

Omitting yong zhu 2019 k3
Omitting Peng Zhou 2016 ¥
Omitting Ning Zhou2019  —#&-

060 [067;-052]
059 [067;-0.50]
059 [067:-0.50]

Omitting ZHANG 2020 & -0.57 [0.64;-0.49]
Omitting Lei Zhang 2019 —— -0.59 [-0.67;-0.49]
Omitting Ling Yao 2019 L B -0.57 [0.64;-0.49]

Omitting Guangqi Yan2017 =
Omitting Shuanzhu Cao 2016 5=
Omitting Peng Du 2017 =
Omitting Mingwen Jiao 2020 55—
Omitting Song Gao 2019 Lo
Omitting Chunging Dou 2017

080 [-068;-0.52]
059 [-0.67:-0.50]
058 [0.66;-049]
059 [0.67;-0.50]
057 [065,-0.49]
061 [-068;-0.53]

Omitting Xichun Cui 2019 - 060 [067;-051]
Omitting Jianan Chen 2019 &%~ 059 [067;-0.50]
Omitting hua liu 2018 . B 060 [0.67;-051]
Omitiing Li 2018 L 3 059 [0.67;-0.50]
Random effects model le- 059 [-0.66; -0.50]

T T 1
06-04-02 0 02 04 06

B8 1HXFHMBRES
3 itk
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IncRNA 5 miRNA 7E4E 1) & A2 K J vh & 454G A ]

JINER B FH o B9 22 30 Inc RN A 75 %% 53 5 /sl 5 5%
IRV L SR ek R YL i, R L &
M, 2 B P R 4 25 45 Ine RN A 7E 25 4
it 3 A OB e A DL B R ) PR SRyt B R
PR 3 B0 R ) LA s B A 8URN R 7 B B
PR ZRIE , NI AE 12 W FA T B A8 T T 1 AT fig
PRSI miRNA 76 ARt F b 5 DCHEVE T, n 4
OFEFE A3 A AR T35 OR B ) miRNA E9E
S S AR B R AE 10 & A, AR SR 3 R sl g
L 2 S A DA IE A A ek HAscl B2 A
M, 59 A OC I RE 22 IncRNA Fl miRNA 7] 78
L3 0 00 575 A5 o G 000 810 ) o 9 3 A AR
A IS A I, TEAS TR i L 2R R L vh AR
AU IncRNA I8 TH 87, AR 1 miRNA 235 N, A
T 2552 M REAE () 2 i o LU Inc RN A 7] D 3 3%
FrPELE S miRNA, A miRNA 23k K H G R iipin 5L
(RS T AR, e R B (e R 28 R AN
P2 P Jed 20 LR T, 3 TG B8 AR RE TR T SR TR
B&FNT5 1197 PR % Ine RN A T miRNA 22 [ AL il fo) 1
AT, 0T BE M ARSI LW T 2707 $ 2
BRI ZERE 11,

AR meta 7317 FEIETEIRZ IncRNA 5 miRNA
XPHERRE T0Ji5 52 M LA R B AT 2 [ FR R S o AR SCF
Hr 7 WEFE 8 IncRNA T miRNA , H i R 20 %8 2
BB 5T — K, AT FEAIE AT OC IncRNA 5 miRNA X
iE T B A S R 0 LA

AT AT | 15 3R 1Y Ine RN A S B AR A A7
TG A R EERE R AR AL 5Hr A HoAth
S IE UL , LA IR | Sk 00 bR v ) Inc RNA 234
I BT X OS UG AS KL BEAY B0 3% . e Ah,
A SCE SR T HRAE Ry fa s A& 09k 4f AH AN
A&, Cui CPVBIF 5T 2 B HR A9 AT {5 X 8] A 1.02 ~
2.08, HZ A I , MK HR MOMERf B TH e, R T
IncRNA A fig 2 il 5 22 i fa b IR 2, HBF5E & 88, In-
cRNAE R FLAR IR (HR = 3.43) Tl AN KA &R A
K H Ml (HR = 1.90) A UESE 558 X SE R 57 B 2 0
A1 IncRNA 5 0S Z Rl G &, H R ZH0H R H 1)
TN Z T, REFEERA W T IncRNA 58 4E
(MR AR 2 [ A B T2 L AR e R
T IncRNA FEJE B Hh BAT — 2 AN, FTREVE N
JEE I TR Ak S T PR, I AE AN [R) i S B e 45
BN TURBE, v LU A B PR R 5T

TE IncRNA 5 miRNA B9 AH 3¢ 73 #r v, & B0 In-
cRNA 5 miRNA {55 FZ R AAE, A IFM r &
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Ry 58 A 2 o e 7 T P T e R Ao 2 5 S 9 S
AR G T L Al R 0 2 5, A LI b R IR 1
AH I 555 o AR I SCEE 7R T IncRNA Fl miR-
NA Z [ JCAHSCHE , W Yan GMIF5E 3R I, 38 BAH G
R AT E X -0.57 ~ 0.03 (HAIFIG , Mk 136
PR AT AR I Y o 8 1 e YR A3 BT & AR S M 55 N
— , Ul W B 2 R AR 5 2 S8 R e ok
WA — 24 144 e 5 T B H T SE BT SE ERH T In-
cRNA 5 miRNA 7EGeit2% L AFFEAR G, B/R T In-
cRNA Fl miRNA Z [W A 7EAH B AR, I H AT G852 i
FEE I R R R R

PO R AIF 55 A7 A — 2 10 S S e , (L3 o Uk
M & B, 48 SR e M v] A2 RIS A7
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SETE 5T A2 55 58 =, S0% MBI ST FEA
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