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[Abstract] Objective To systematically evaluate the diagnostic value of biomarker Long non—coding RNA (IncRNA) in oral
squamous cell carcinoma (OSCC). Methods Domestic and foreign literature databases , including Pubmed, EMbase , CNKI, WanFang
Data, VIP, and Cochrane Library, were searched online. The retrieval time was from the database construction to February 2022, and lit-
eratures related to the diagnosis of OSCC by IncRNA were obtained. According to the established inclusion and exclusion criteria, the
literature data were independently screened, and the quality of the included studies was evaluated. Meanwhile, meta—analysis was con-
ducted by using Statal5.0 and MetaDisc1.4. Results A total of 9 studies involving 828 OSCC and 589 control groups were finally in-
cluded on the basis of inclusion criteria. The pooled sensitivity, specificity and AUC were 0.76 (95% CI: 0.67,0.83),0.77 (95%CI:
0.70,0.83) and 0.83 (95%CI: 0.80,0.86) respectively. Conclusion LncRNA shows high sensitivity and specificity in OSCC diagno-
sis,and IncRNA may have certain clinical diagnostic value for OSCC.
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Table 1 Basic features of included research data

WA BRI RPAEARE NIRAEARE IncRNA 27 MRZDRIE  FEASKIR K57k TP FP FN TN
DAN XIONG" 2020 141 44 HOXCI13-AS 3% A4 RT-qPCR 122 7 19 37
FUBO CHEN'"! 2019 48 48 PLAC2 Jer A4l RT—qPCR 36 7 12 41
TINGRU SHAO"! 2018 30 70 AC007271.3 NIEC IR Mm¥F  RT-qPCR 62 11 18 59
YIXIN YANG™ 2019 84 32 CASC9 S HH ISH 53 10 31 22
ZHISEN SHEN™" 2020 70 70 RP11-169D4.1-001 JE35 H41  RT-qPCR 38 21 32 49

HIEH 2019 101 41 CASC9 e HI ISH 58 6 43 35
o o L 2020 74 74 COL11A1-208 335 MYl RT-qPCR 65 349 40
Bl 20 2020 160 160 AC007271.3 IS IM##  RT-qPCR 128 27 32 133
TE,Z5m 2018 70 50 MALAT] EE Mg M  RT-qPCR 61 149 36




PURSEE R 2l 20224F 458 3

202 Journal of Southwest Medical University Vol.45 No.3 2022
% 2 IncRNAZH#T O ik g AR O T H S i 5 R
Table 2 Subgroup analysis results of IncRNA in the diagnosis of OSCC
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Figure 2 Sensitivity and specificity of IncRNA in the diagnosis of OSCC
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Figure 4 Diagnostic score and diagnostic odds ratio of IncRNA in the diagnosis of OSCC
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