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miRNA-211 mediated PD-L1 dependent immune escape by BIN1 in hepatocellular carcinoma cells

ZHAO Liang' , Aierhati Husaiyin' , Buzukela Abuduaini®, Nijiatijiang Aibibula', Yalikun Sailai' (1. Department of General
Medicine/General Surgery, First Affiliated Hospital of Xinjiang Medical University, Urumqi Xinjiang 830054 , China;2. Second Department of
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Abstract: Objective To investigate the effect of miR-211 on programmed cell death 1 ligand 1 (PD-LI) mediated immune escape of
hepatocellular carcinoma cells and its related mechanism. Methods The tumor tissues of 19 hepatocellular carcinoma patients were collected ,
and the expression levels of miR-211 and PD-LI in tumor tissues were detected by qRT-PCR,and their correlation was analyzed. The expres-
sion levels of miR-211 and PD-L1 in human hepatocellular carcinoma cells of HepG2 and HCCLM3, and human normal hepatic epithelial
cells of HL-02 were detected. HepG2 cells were divided into the control group ( transfected with miR-NC) and miR-211 group ( transfected
with miR-211) ,and the expression levels of miR-211 and PD-LI ,and the cell killing rate of NK-92 cells to hepatocellular carcinoma cells in
the two groups were detected. The targeting relationship between miR-211 and BIN1 was detected by the luciferase reporting assay. HepG2
cells were then divided into the miR-NC + oe-NC group ( transfected with miR-NC and oe-NC) , miR-211 + oe-NC group ( transfected with
miR-211 and oe-NC) ,and miR-211 + oe-BIN1 group ( transfected with miR-211 and oe-BIN1) ,and the expression levels of miR-211,BIN1
and PD-LI and the cell killing rate of NK-92 cells to hepatocellular carcinoma cells in each group were detected. Results The expression
levels of miR-211 and PD-L1 in tumor tissues of hepatocellular carcinoma patients were positively correlated (r =0.600 7,P =0.001). Com-
pared with HL-02 cells, the expression levels of miR-211 and PD-L1 in HepG2 and HCCLM3 cells were increased (P <0.05). Compared
with the miR-NC group, the expression levels of miR-211 and PD-L1 in the miR-211 group were increased (P <0.05) ,and the cell killing
rate of NK-92 cells to the hepatocellular carcinoma cells was decreased (P <0.05). miR-211 targeted binding BIN1 and inhibited its expres-
sion. Compared with the miR-NC + 0e-NC group, the expression levels of miR-211 and PD-L1 in the miR-211 + oe-NC group were increased
(P <0.05) ,the expression level of BIN1 was decreased (P <0.05) ,and the killing rate of NK-92 cells to the hepatocellular carcinoma cells
was decreased (P <0.05). Compared with the miR-211 + oe-NC group, the expression level of BIN1 in the miR-211 + oe-BIN1 group was
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increased (P <0.05) ,the expression level of PD-L1 was decreased (P <0.05),and the killing rate of NK-92 cells to the hepatocellular

carcinoma cells was increased (P <0.05). Conclusion miR-211 promotes PD-L1-dependent immune escape by the targeted inhabitation of

BIN1 expression in hepatocellular carcinoma cells.
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Long-distance transport of acute respiratory failure animal model assisted by extracorporeal membrane oxygenation
LI Tian-bo, LI Shi-jie, CHEN Xiang-zhou, ZHANG Qiu-xia, LIU Chen-cheng, WANG Yong ( Center of Cardiovascular
Surgery , Second Hospital of Army Medical University/Cardiovascular Surgery Institute of PLA , Chongqing 400037 , China)

Abstract: Objective To introduce a method of long-distance transport of acute respiratory failure ( ARF) animal model assisted by
extracorporeal membrane oxygenation (ECMO). Methods A total of 5 adult Thai baby pigs were selected. After anesthesia induction, the
femoral arteries and veins were separated layer by layer to establish the ARF models. Then, ECMO was administered to assist respiration and
circulation through femoral arteriovenous intubation and a long-distance transport was carried out when the condition was stable. And key data
such as transport distance, ECMO bypass time, and emergencies during transport were recorded. Results The experiment was carried out
5 times,and each time the planned destination was reached and the starting point was returned safely. The partial pressure of oxygen in the
hypoxic model was 35.2 to 64.5 mmHg, with an average of (54.7 £10.2)mmHg,and the partial pressure of oxygen after ECMO assisted was
345 to 420 mmHg,with an average of (395.1 +45.8)mmHg;the ECMO bypass time was 120 to 450 minutes,with an average of (258.9 +

67.4 ) minutes ; the transport distance was 8 to 70 km,with an average of (58.5 +12.7)km. During the 5 transports,3 emergencies occurred,
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