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FQ-PCR #il| Z B AT #¢ HBVM 117 S1 fiR R E4EX Y HBV-DNA 2 BB B X

kT (ERMERRER AR, EK 400030)

[ =|] HEY IFrEm3EER PCR(FQ-PCR) HARE Z B R LM FI4IF PRIMAME. H% A FQ-PCR FIRSH: 4
BEMR F A% (ELISA ) RIEH ) 693 B3 A1843 4 FGYT 3 M A BISS 231 E LK ASRA K HBVM 1 HBV-DNA, 458 HBVM &=
3£ 16 41, H+p HBeAg(+) 41 HBV-DNA K i3 98.3% , & B X HUE I TE 6. 49 LU b ; HBeAg (-) {HET S1 $iJE (+) 41 HBV-DNA &t %
93.6% ,ERNH{E N 4.48 + 1. 40 HBsAg(+) HBcAb(+) B S1 iR (-) 41 HBV-DNA & 1 3 51. 6% , F BN 5 {H ¥ 4. 46 + 1. 43 ; HB-
sAg(+) HBeAg(~) HBcAb(-) 41 HBV-DNA &t % 16. 7% , ¢ EXEUE K 4. 29 £ 0. 43 ; HBsAg . HBeAg B S1 $iJE R H (-) 41 HBV-DNA
KRR o BB E MR, K N=FHAEIEIT3 A G HBV-DNA BB HUEMCE 1.5 L &, 45150 50.0% 31.4% , &
it FQ-PCR R HBV-DNA Xt Z BIFT RiLHWr J8YT FUGHB A A BEENESE XL,

[ x@i7] FQ-PCR; HBVM;Hij S1 $iJi ; HBV-DNA & & ; ZRIfF K
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The content and significance of HBVM and vary HBV-DNA of pre-S1 antigen detected by FQ-
PCR

HU Yong-fang ( Department of Clinical Laboratory, Contagious Disease Hospital of Chongging, Chonggqing 400030, China)

Abstract: Objective To estimate the value of FQ-PCR in diagnosis and treatment of type B hepatitis. Methods All HBVM and
HBV-DNA were detected by FQ-PCR and ELISA, including 693 cases preliminary diagnosis sample and 231 cases further consultation sam-
ple treated about 3 months. Results Among 16 groups of HBVM, detection rate of HBV-DNA was 98.3% in HBeAg(+) group, average
logarithm value exceeded 6. 49 ; detection rate of HBV-DNA was 93.6% in HBeAg(-) while pre-S1 antigen(+) group, average logarithm val-
ue was 4.48 +1.40; detection rate of HBV-DNA was 51.6% in HBsAg(+) meanwhile HBcAb(+) and pre-S1 antigen(-) group; average log-
arithm value was 4.46 +1.43; detection rate of HBV-DNA was 16. 7% in HBsAg(+) while HBeAg(-) and HBcAb(-), average logarithm
value was 4.29 £0.43; detection rate of HBV-DNA and average logarithm value were quite low in HBsAg(—) while HBeAg(-) and pre-S1
antigen(-) group. After 3 months’treatment, 50.0% cases in HBsAg(+) while HBeAg(+) and HBcAb(+) group whose average logarithm val-
ue changed over 1.5, and 31.4% in HBsAg(+) while HBeAb(+) and HBcAb(+) group. Conclusion HBV-DNA detection by FQ-PCR is
significance to diagnosis, treatment and prognosis estimate in type B hepatitis.
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1 ;
RUFF 4557 (HBV ) M 75 BH0 A2 157 M NS T
HEETRRED, ZRTARETE, #—SRE 11 H#
FFThRET WAL, EZ &, CERBE AT 111 F4RE 693 (LM 231 ALK AMEIRE

¥k B F 2005 4£ 7 A £ 10 A £ R AR & {E HBVM 1 HBV-
DNA B BRI E .

1L.1.2 {8  HEZS KA FERMEE LightCycler %2t E &
PCR {3, B85 . EAR LI A R E G A RIBCE ™ o

1.1.3 i  HBV-DNA & B 3AR & B BRI T LY
TERSARBRGHERA R &, HBVM B35 &0 Ep e

HfrR, Bk, ZBAT R LW AT BUS KR IF £
ARERFEE, HHf HBVM #AE L4 HBV R
B HI5 DUME LU By, SEiE 9%t € B PCR(FQ-PCR) i
LA, f HBV-DNA #3175 2w B Ak , b PR BE A %
ZERIFFREISHT 6T MBUS AR AT K. &

SCRAT Em 36 E B PCR FIEFER G 52 IRk (X R
(ELISA) B 7 i I A 693 4342 #0231 433657
3 AR BRI JEGERET T, RGN,

LHEEMA] $KF (1963 =), & BRI LA N, Bl BT, EH
AHIGRBRITEHBIR . Wi (023)65389880
[ BB M) 2007-12:05 [ #EEIRR] 2008-02-15

AIRAE, B S1 PURRRIAR &8 L FURIEA R R,

1.2 Fik

1.2.1 HBV-DNA E&#%%  RAI FQ-PCR i, ™# ik ML
BN A GV HRIE. RAKRRRE 500 copy/mL.
1.2.2 HBVM FIgi S1 biE&H KA ELISA ¥, W%
B HRAE,

1.2.3 ERERKH L HBV-DNA @ BEFR AR
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BEHEFHENS, BERELERAS 5 FHERNSEH, &
BEEA R LLBOR A R,

2 5]

HBVM #8354k ¥k 25 HBsAg . HBsAb HBeAg. HBeAb,
HBcAb . Hij S1 $iJR. 693 B3 41iL# AL F FQ-PCR K E R
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il HBV-DNA #1 ELISA 41 HBVM (A S1 HiJs , 50 RE 1,
3897 3 A BB 231 AL FEIRITRISG HBVM B A T
Ap , ¥ FetfE HBVM 1 HBV-DNA & &, AH S MK
>4 HBsAg . HBeAg. HBcAb FH¥E: ({8 #R KX =PFH) 1 HBsAg, HBe-
Ab HBcAb PR ({AFR/N=H) Bifk, HBV-DNA Kl 25 R L%
2, HBV-DNA & &X$EKE 1.5 U TEWATRE,

#1 MissH A HBVM 1 S1 $i/f#1 HBV-DNA ERER

HBV-DNA [H#: HBV-DNA 5 & (copy/mL)
W5 HBVMERX #iSIHE  H ERMPE(E£s)
Uik HBI(% ) <10 10° ~ 107 >107
1 +- 4 -+ - 150 146 97.3 5 18 123 7.61+£1.01
2 -+ - 4 + 60 60 100.0 1 16 43 7.48 £+0.99 "
3 4+ - -+ - 156 78 50.0 67 9 2 4.08 +0.88*
4 +- -+ 4 + 25 23 92.0 14 7 2 4.48 +1.40*
5 +---+ - 92 50 54.3 37 9 4 4.46 +1.43*
6 +---4+ + 22 21 95.5 15 5 1 4.38 £+1.07*
7 -4 - 20 20 100.0 0 4 16 7.89+0.91°*
8 + - -+ - - 8 1 12.5 1 0 0 3.90+0.0
9 +---- - 10 2 20.0 2 0 0 4.29 +0.43*
10 - ---4 - 18 2 11.1 2 0 0 3.68 £0. 86"
| - 14 1 7.1 1 0 0 3.87 0.0
12 -+ -++ - 20 1 5.0 1 0 0 3.89+0.0
13 -+ -4+ - - 26 0 0 0 0 0 0
14 - 4+--- - 35 0 0 0 0 0 0
15 ----- - 35 0 0 0 0 0 0
16 - -+ -+ - 2 2 100.0 0 0 2 7.98+0.46"
*  5F 144 P>0.05;#:. 5% 1 40164k ,P <0.05
*2 WK ABITHI/E HBV-DNA ERER (X £5)
WITHE o PUE LB BUE < KR XHUE > B IR A S EE
HBVM =,
Uik M¥UE ik HBI(%) BI% HBI(%) k4 HB(%)  WITH Wi
+ -+ -+ 180  7.48 £0.96 90 50.0 5 2.78 85 47.22  7.66+0.83 5.06 +1.04
+- -+ 4 51 3.90 £0.82 35 68.6 9 17.65 7 13.72  5.09+0.75 3.19+0.45
3 W BH4E {8 HBV-DNA FHHERE T 3.5% , RBRGKE |

MF 1 AL, HBeAg(+) A 2% 1.2.7.16 #H, H
HBV-DNA FH¥E % 98. 3% , B B X S &5, &9
HBV-DNA 5 HBeAg &M%, B4V Z B R 15
PutEAEER ;5 4 .6 4B R HBeAg(-) ,{HAT S1 HLR+) ,
RS BRI AR R NS EA
+4> BB M 16 A, S HBV-DNA 4 3 FH # %3
93.6% ;% 3.5 41 HBsAg #1 HBcAb 377, HBV-DNA
PHYEH 51.6% , ULBAZENS I HBV Bifurh A& BE K
NAEEARBEMREEM B GERE FEEE
;%5 9 4] HBsAg(+) ,HBV-DNA FH{:2 20.0% , F &
PR R 45 10,11 .,12.,13 .14 41 HBsAg.HBeAg 1

SHRERRENE OB KK H HBsAg 18 4 T iE R
HBV #5447 & K P RREE

AL SRR B HBY BIRF AR B ERHR
HBcAb(n%5 7.8.9 ) , T RER 18 FE M e N &
A5, —i HBV B E B M#E R & , i 81 HBcAg
HEW T 3 HBcAb () , %5 16 4] HBeAg(+) i HBsAg
(=) ,DNA EB RN HEE X 7-98, A NA R B
BN FTE, BIFERE SR T A B FL 5 B e FL iR B TR
pEREERTED , BRI EGAFREE E
B 20 /%5 BRI HBVM, 45 B J5 % HBsAg(+) ,
HOOK M4 , 45 1 4h#77E HBeAg(+) i HBV-DNA
) BIZ5 R, FTREM R R 2, 248 HBV-DNA X 3%
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WA R F 4 HBV-DNA £ k5 535 9 %t 5 9
DNA 5|35 5., HBeAg(-) ifi HBsAg(+) .HBeAb (+) &
HIREEBIBAER, B BRI, X AT R
772 HBV B C KR A, A #HiE HBsAg(-) Rmk
1% HBV-DNA PR 5 10% 1%, &%t F HBsAg(H) &
¥ HBsAb 2 [, S HBV BRI 5 i (240 if 18
WRHEHR L — Rl HBV-DNA 1 g 34 B i 9% (1 55 —
S . MR A BE RN E. Bk, &
7% 1R I 53 B Bz (] B A HBV-DNA | #54%5% AR i &
2,

AELBER(R2) TR, FEZRFRBEENS
573 N ARG HBVM K & 4 s 3, 34 £ & HBV-
DNA EBHA FEA, K=HERESES.BITE
FRRELZT/IN=M&, mMiFJr /5 HBV-DNA &/}
TFRESRRENR/N=E LT RK=M&, LA
Sy BETEMGIT AR IR B —FFRIER,
RETFEMRT M. B RE#TIRERRRIG
SraT, M PR R B R IR LR FE R A IS
R R M E ™ . FQ-PCR 3 #W HBV-
DNA "] iR¥7 ZRIFF kbl R 5 R BE TR
JEHIWT R AR

ELISA ¥4 HBVM Rils K2 i HBV By 1%
S FB,{H HBVM A AR E L, FBOMK EXT
4y B E HBV B & HIARBUHE LA W, FQ-PCR £
AREHEHFN PCR S BHRNE S ML, RIEEES N
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455 IK18 DNA AR MR ERERY . kR
BER AP A HEOR (5 R MER , REBR HBV HSURL IR
HARE, BEANIXE HBY gL 4k HBV & J 2 3
HAHEBHRZMIAR, Xt Z R R B R S BT 85T
FTEE SO TR HHRAEIE L
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