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Construction and indentification of the vectors for 5’ flanking regulated elements of hNaDC1 gene
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Abstract; Objective To construct the firefly luciferase report gene vectors for 5’ flanking regulated elements of hNaDC1 gene.
Methods The DNA fragments hNaDC1A ~E( -2 232/ +136) in 5’ flanking region of hNaDC1 gene were amplified from the nephridial tis-
sue by using PCR. The PCR products were directionally subcloned into pGL3-Basic vector. The recombined clones were identified by agarose
gel electrophoresis after restriction endonuclease digesting and DNA sequencing. Results 5 expression vectors( pGL3-NaDC1A ~E)for 5°
flanking regulated elements of hNaDC1 gene had been constructed. Conclusion These expression vectors offer the basic experimental condi-
tions for studying the distribution characters of hNaDC1 gene 5° flanking regulations elements and the properties of interactions between the
elements and regulation proteins with the help of dual luciferase report gene assay system.

Keywords: hNaDC1 gene; regulation of gene expression; construction vector

A FRBIE R RAFZE S 1 (human

Na */dicarboxylate cotransporter 1, hNaDC1 ) & i 5 %
1B ZIRRETH AT W B R R o-FR AR
FHNRABEFRIEEM N EREZES, FEMAT
BREESR/MER/MERIRIRE " . BRTAK, T
B BRI REEEO S SVUARENAE . BB
FHRAVUREARDYERN RS ETELEGTE
3, WTRE S B4 A B TERR B A e SR B A
BEHIMHXTS . RME4 K ik, hNaDC1 EH i # A
PR AERE . ARURAIRERBREE
PR R A8 T hNaDC1 5 5° MR R
FPEI R PGk FORL, ¥t — 25 BF ¢ hNaDC1 2 #% %
AL B E Rl

[EE®A) KIO973 ), B, MEERER A U0, 8L, £8
AT I R L 5 R Bl O B B AT . 31 : (0769 ) 8493136, E-mail;
zhang)iankai2002@ 163. com

(4PN E3E] 20070330 [ #EEIRKI] 2007-04-28

1 #REAH*

1.1 mHEHRABEREEZEN

E. coli IM109 X% =F & K ¥ F R Rt e tiE
AHEFENALREZEHF. EARRARMRERERKE
pGL3-Basic PRt #4 4 Y] 8 Kpn I F1 Hind III 9 H Promega 4\
7l Pfu B {R EL DNA 848§ R AH% PCR MM H Stratagene 73
7] ; TADNA FE#8# 5 TaKaRa 2> 7] ; DNA {65 & | Fki it
R AWE Omega 7] HARTE . HUEW . B 2 B & B
E AR Sigma A=,
1.2 PCR 3| 4pikit 56 AR

IS4 5 B F F K44 MatInspector 5. 0 1 TRANSFAC 4.
O BRI A R (B RE HXKK) , & hNaDC1 HH 5°
BREBERXFEFIHERME.TW PCRE|4,3:5 %, 3d L%
HETAFIEMR. BiA S’ w5193 Kpn 1 BYI0L &, BTA 3°
5| Y3 Hind 10 BSYINL 8. SI9FFIRY ¥ H B/ AR
1,


http://www.cqvip.com

BMF RKFRE 200745516 BHE4M
J Regional Anat & Operative Surg,2007,Vol. 16,No.4

%1 hNaDCl1 BB S’ MBARKERBSIMFEIER

51475

" GGGTACCAGAGGGTCTCAGTAAAACAT 3’

* GAAAGCTTGCACGAAGAACACGATC 3°

" CAGGTACCTCTCGGTGGCATAACAG 3’

" GAAAGCTTGCACGAAGAACACGATC 3’

" GGGTACCTCAGGATACCCATAATGC 3’

* GAAAGCTTGCACGAAGAACACGATC 3’

" GGGTACCAGAGGGTCTCAGTAAAACAT 3
* GAAAGCTTGCACGAAGAACACGATC3
" CGGGTACCTCAGCAGCCTCCAAG 37

" GGAAGCTTAGATGCAGCCAAGCAG 3°
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M1 :DNA marker 15 000 bp ladder; M2:DNA marker 2 000

bp ladder
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