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Abstract: Objective To study the relationships among HBV genotype, level of serum HBV-DNA and HBV markers in patients with
hepatitis B. Methods Serum samples were collected from 125 HBV-DNA positive patients and HBV genotyping, HBV-DNA, ALT, TBL
and HBV serum markers were tested respectively. Results Of the 125 patients, 71.2% (89/125 ) were genotype B, 24. 0% (30/125 ) were
genotype C, 2.4% (3/125) were mixed genotype (B +C) ,and 2. 4% (3/125) were unknown genotype. The level of ALT and TBL were sig-
nificantly higher in genotype B than those in genotype C (P <0.01). The positive rate of anti-HBe was significantly higher in genotype B
than that in genotype C (P <0.0 1). There was no significant difference of HBV-DNA level between genotype B and C. Conclusion The
predominant HBV genotype in the local area is genotype B. Compared with genotype C, genotype B infection can seriously impair liver and is
liable to induce YMDD mutant, which is closely related with the virus loading and the expression of HBeAb/HBeAg.
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