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Abstract: Objective
culosis. Methods
cleotide polymorphism of SP110 and VDR gene were analyzed by high resolution melting curve technique ( HRM ). Environmental exposure

To explore the interaction of SP110 and VDR gene polymorphisms with environmental factors in pulmonary tuber-

A case-control study was conducted based on 198 patients with pulmonary tuberculosis and 195 healthy people. Single nu-

were collected by using a questionnaire. Univariate and multivariate conditional logistic regression analysis was done using SPSS 18. 0 soft-
ware package. Results The frequency distribution of FokI-ff,rs722555 G/G and rs1135791 C/T in cases were significantly higher than those
in control group (P < 0.05). History of exposure to tuberculosis patients , smoking , FokI-ff and rs722555 G/G were in the multivariate condi-

tional logistic regression model. Conclusion  FokI-ff ,rs722555 G/G and rs1135791 C/T would be potential risk factors for tuberculosis.

There are certain interaction among FokI-ff,1s722555 G/G,smoking and history of exposure in tuberculosis.
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