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miR-34a affects apoptosis and migration of chronic myelogenous leukemia by regulating expression of
MYB protein
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Abstract . Objective To investigate the effect of miR-34a on the biological behavior of chronic myeloid leukemia cells. Methods The
expression of miR-34a was detected by qPCR in normal population and patients with chronic myeloid leukemia. The scratch assay was used to
detect the migration of K562 cells. The effect of miR-34a on the apoptosis of K562 cells was detected by flow cytometry FITC-Annexin V/PI.
The interaction between miR-34a and MYB was verified by luciferase reporter gene. Results In the bone marrow of patients with chronic
myeloid leukemia MiR-34a was significantly lower than that of the normal control group. miR-34a attenuated the ability of K562 cells to mi-
grate and induced the apoptosis of K562 cells. miR-34a could specifically bind to 3’ UTR of MYB and inhibit MYB protein expression. Con-
clusion miR-34a can affect the apoptosis and migration of chronic myeloid leukemia cells by regulating the expression of MYB.
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