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Correlation of TRIMS9 and p53 expression in non-small cell lung cancer with clinicopathological characteristics
and prognosis
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Abstract: Objective To analyze the relationships between the expression of tripartite motif protein (TRIM) 59 and p53 in non-small
cell lung cancer (NSCLC) tissues and the clinicopathological characteristics and prognosis of patients. Methods The cancer tissues and
adjacent tissues of 73 NSCLC patients in our hospital were selected and the protein expression of TRIMS9 and p53 in NSCLC tissues and
adjacent tissues were detected by immunohistochemical method ;the mRNA expression of TRIMS9 and p53 were detected by qRT-PCR. The
correlation between TRIM59 mRNA and p53 mRNA expression in NSCLC tissues were analyzed by Pearson test; TCGA database was used to
analyze the relationships between TRIMS59 and p53 proteins and prognosis of NSCLC patients ;the relationships between TRIM59 and p53 proteins
and prognosis of NSCLC patients were analyzed by Kaplan-Meier method; the risk factors affecting the prognosis of NSCLC patients were
analyzed by COX regression analysis. Results The positive expression rates of TRIMS9 and p53 proteins in NSCLC tissues were significantly
higher than those in adjacent tissues (74.0% vs. 9.6% ,65.8% wvs. 5.5% ,P <0.05) ,the expression levels of TRIM59 mRNA and p53
mRNA were significantly higher than those in adjacent tissues [ (2. 17 £0.62) vs. (1.00 £0.24),(1.85 +£0.49) »s. (1.00 £0.26),
P <0.05]. The positive expression of TRIM59 and p53 proteins in NSCLC tissues were correlated with TNM stage and tissue differentiation of
patients (P <0.05) ;the expression of TRIM59 mRNA was positively correlated with that of p53 mRNA in NSCLC tissues (r =0.360,P <0.05).
Patients with NSCLC were followed up for 5 years,and there were a total of 46 patients died , with a survival rate of 37. 0% ;the 5-year survival
rate of patients with positive expression of TRIM59 protein (31.5% ) was lower than that of patients with negative expression (52.6% ) ;the
5-year survival rate of patients with positive expression of p53 protein (29.2% ) was lower than that of patients with negative expression
(52.0% ). TCGA database analysis showed that there was no significant difference in prognosis between patients with high expression of

TRIMS59 and pS53 and those with low expression (P >0.05). The multivariate COX analysis showed that TNM stage Il ,low differentiation,

[EE£TH] Wt 2019 425 B FRHA 0TI R (20190966 )
[EE1EE] TH4, E-mail: wxs109870@ 163. com



10 ABMFRFLE

J REG ANAT OPER SURG 2023,32(1)

http : //www. jjssxzz. cn

TRIMS9 protein positive expression and p53 protein positive expression were the independent risk factors affecting the prognosis of NSCLC

patients (P <0. 05). Conclusion

The expression of TRIM59 and p53 are related to the clinicopathological characteristics and 5-year

survival rate of NSCLC patients,and the high expression of TRIMS9 and p53 indicate a higher TNM stage, lower tumor differentiation, lower

5-year survival rate,and poor prognosis of patients.
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GAPDH 5’-AAATCCCATCACCATCTTCC-3’
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