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Role of three methods in pathogenic microbiological diagnosis of infective endocarditis

ZHU Li-ping' ,ZHAO Jin-long® ,FU Liang’ LI Feng’ (1. Department of Laboratory Medicine , Shanghai Ninth People’ s Hospital,
Shanghai JiaoTong University School of Medicine,Shanghai 200011, China ;2. Department of Cardiovascular Surgery, Sixth People’ s Hospital
Affiliated to Shanghai JiaoTong University , Shanghai 200233, China)

Abstract: Objective To compare the roles of the blood culture, vegetation culture and vegetation metagenomics next-generation
sequencing (mNGS) in the etiological diagnosis of infective endocarditis. Methods The clinical data of 67 cases of infective endocarditis
undergoing surgical treatment in Sixth People’ s Hospital Affiliated to Shanghai JiaoTong University were retrospectively analyzed,and the de-
tection of pathogenic microorganisms in the blood culture,vegetation culture and vegetation mNGS were compared and analyzed. The patients
were divided into the anti-infection group and the non-anti-infection group according to whether the anti-infective treatment was performed be-
fore blood culture,,and the detection of pathogenic microorganisms by three methods in the two groups was compared. Results The same
pathogenic microorganisms were detected in the blood culture, vegetation culture and vegetation mNGS. The detection rate of the vegetation
culture was 15.22% ,the blood culture was 72.41% ,the vegetation mNGS was 96. 77% ,and there was statistically significant difference in
the detection rate among the three groups (P <0.01). The detection rates of the three methods in the anti-infection group before blood cul-
ture were 71.70% ,16.28% ,and 96.49% ,respectively, and the differences in the detection rates of pathogenic microorganisms among the
three methods were statistically significant (P <0.001). The detection rates of the three methods in the non-anti-infection group before blood
culture were 80.00% ,0,and 100% ,respectively,and the differences of pathogenic microorganisms among the three methods were also statis-
tically significant (P <0.05). Conclusion The detection rate of mNGS for infective endocarditis pathogenic microorganisms was higher
than those of the blood culture and vegetation culture ,regardless of whether antibiotics are used before blood culture. Its high detection rate,
rapidity and accuracy can be used as an important auxiliary tool for the microbiological diagnosis of infective endocarditis.

Keywords : infective endocarditis ;blood culture ; microbiological technique ; high-throughput nucleotide sequencing;tissue culture tech-
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