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Relationship between over-expression of ITGAV and metastasis and prognosis of cholangiocarcinoma

CHEN Ping-ping, ZHANG Zhen-sheng, WU Jin-cai, ZHENG Jin-fang, TANG Rong, LI Meng-ting, ZHANG Jia-chao,
ZENG Yong-chao,CHEN Liang (Department of Hepatobiliary Surgery, Hainan General Hospital/Hainan Affiliated Hospital of Hainan
Medical University , Haikou Hainan 570311, China)

Abstract: Objective To investigate the relationship between the over-expression of integrin av (ITGAV) and the invasion, metastasis
and prognosis of cholangiocarcinoma. Methods A total of 374 patients with cholangiocarcinoma who underwent radical resection in our hos-
pital were selected and randomly divided into group [ (80 cases) and group [l (294 cases),and the cancer tissues and adjacent tissues
were taken during the operation. RT-PCR and Western blot were used to detect the expressions of ITGAV mRNA and protein in surgically
resected specimens of patients with cholangiocarcinoma in group [ ;the tissue microarray was used to detect the expression of ITGAV in
surgically resected specimens of patients with cholangiocarcinoma in group [l ;and the relationship between ITGAV expression and clinico-
pathological characteristics , recurrence and prognosis of cholangiocarcinoma were analyzed. Results The expression levels of ITGAV mRNA
and protein in the cholangiocarcinoma tissues were higher than those in the adjacent tissues (P <0.05). The results of tissue microarray
showed that the positive expression rate of ITGAV was 54.8% . The groups were divided according to the recurrence time,ITGAV was over-
expressed in the early recurrence group (recurrence time <1 year) ,but the expression in the non-recurrence or late recurrence group ( recur-
rence time =1 year) was low (P =0.025). Compared with patients with cholangiocarcinoma with low-expression of ITGAV , patients with
cholangiocarcinoma with over-expression of ITGAV were more likely to relapse after operation, with shorter recurrence time ( HR =1.90;
95%CI; 1. 41 to 2. 62; P <0.001) and shorter postoperative survival time ( HR =1.95;95% CI. 1.42 to 2.73; P <0.001). The
over-expression of ITGAV was the independent influencing factor of postoperative invasion and metastasis ( HR =1.73;95% CI. 1. 13 to
2.63;P =0.011) and postoperative survival time ( HR =1.65;95% CI. 1.08 to 2.51;P =0.021) in patients with cholangiocarcinoma.
Conclusion The over-expression of ITGAV in cholangiocarcinoma can promote the invasion and metastasis of cholangiocarcinoma. The over-
expression of ITGAV can predict the poor prognosis of patients with cholangiocarcinoma,and it can be used as a potential molecular marker
for postoperative recurrence and prognosis prediction of cholangiocarcinoma.

Keywords: ITGAYV ;neoplasm metastasis ; carcinoma ; cholangiocarcinoma ; prognosis
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