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Abstract; Objective To investigate the expression of miR-1231 and miR-146b in ovarian cancer tissues,and analyze their relationship
with patient prognosis. Methods A total of 141 patients who underwent radical ovarian cancer surgery in our hospital were selected as the
ovarian cancer group,and 69 patients with benign ovarian tissue lesions who underwent laparoscopic surgery in the same period were selected
as the control group. The expression levels of miR-1231 and miR-146b in the tissues of the two groups were compared. The patients were
followed up for 3 years after operation. According to the prognosis of ovarian cancer patients,they were divided into the good prognosis group
and the poor prognosis group. The related factors of poor prognosis in ovarian cancer patients were analyzed by univariate analysis,and the risk
factors of poor prognosis in ovarian cancer patients were analyzed by Cox multiple regression model. The Kaplan Meier survival curve was
drawn ,and the log-rank y* was used to analyze the differences of prognosis in patients with different expression of miR-1231 and miR-146b.
Results The relative expression levels of miR-1231 and miR-146b mRNA in the ovarian cancer group were lower than those in the control
group (P <0.05). The proportions of low differentiation , International Federation of Gynecology and Obstetrics ( FIGO) stage Il to IV and
lymph node metastasis in the poor prognosis group were higher than those in the good prognosis group,and the proportions of postoperative
radiotherapy/chemotherapy and high expression of miR-1231 and miR-146b were lower than those in the good prognosis group (P <0.05).
Cox multiple regression analysis showed that low differentiation, FIGO stage Ill to IV and lymph node metastasis were the risk factors for poor
prognosis of ovarian cancer patients,,and postoperative radiotherapy/chemotherapy and high expression of miR-1231 and miR-146b were the
protective factors for prognosis (P <0.05). The 3-year cumulative survival rate of the miR-1231 and miR-146b high expression group were
higher than those of the miR-1231 and miR-146b low expression group (P < 0.05). Conclusion The expression of miR-1231 and miR-
146b decreased in ovarian cancer tissues,the low expression of both will increase the risk of poor prognosis in ovarian cancer patients.
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Clinical study of intranasal administration of dexmedetomidine in reducing intraocular pressure in patients
undergoing laparoscopic radical gynecological cancer surgery

LI Xue-mei' , YE Jun-ming’, CHEN Li' ,ZHONG Mao-lin',DENG Yun-ling', WANG Li-feng' (1. Department of Anesthe-
siology, First Affiliated Hospital of Gannan Medical University, Ganzhou Jiangxi 341000, China;2. First Clinical Medical College, Gannan
Medical University , Ganzhou Jiangxi 341000, China)

Abstract: Objective To investigate the effects of different doses of dexmedetomidine via intranasal administration on intraocular
pressure in patients undergoing laparoscopic radical gynecological cancer surgery. Methods A total of 80 patients who underwent elective

laparoscopic radical gynecological cancer surgery in our hospital were selected and divided into the D1 group,the D2 group,the D3 group and
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