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miR-142-3p $¢[5) PERK/Bip S B HX P REE KR T HIEHR
B OWKER, BVE FEMF, ERSBF F (Ao ER S =, W HRER 056001 )

[# ZE] HM HI5EHUD RNA-142-3p(miR-142-3p ) 8] & RS ROAE Y J50 X8R ( PERK) /S BREE 1145 6 85 19 (Bip) {7
S BB O R R R TER . FiE $EE60 2 SPF itk R B, BEHLEKIE 15 HAE 2 Adl, =gy 45 R d X R
BOAY 2 39 A AT, BEDL A MR R4l L R, A 13 s @I )E , a8 LA RS A 2 T TR R S AR B K, R
LT LR 4 ) A IS 1 PN TR BT miR-142-3p mimic Fl miR-142-3p inhibitor, HE Y€ S22 4% 21 B 671 40 B 4 8L Bl 24 73
Ak USRI LU A A K BRI ST 18 Bl B 00 1 AR 801 5 T IO S 8 W B0 ( ELISA ) i I 8 (1 0 A -1 8 (TL-18) (i 3R
FEIR F-a(TNF-a) K- 5 SERF 95 7 PCR A U % A6 A4 & H 7-B (TGF-B) | 1 B R ol (COLlal) (4 )@ & I B 2H 413 [ 7 1
(TIMP1 ) mRNA 7KF-; Western blot £l PERK/Bip {5 5@ i b, &R SEAAMELL, T4 miR-142-3p Rk 2L, k
P2 miR-142-3p Rk w5, 2 R A RITFE L (P <0.05) 4878 miR-142-3p 5040, i3 A0 SV B2 WS K, 25 T 4L RN iR
ZH R BRIEC T R G e BN A T IR A R BRIMEOC T BB R IE W B 45 T2k . 525 T4 A, FoMh A& 4 R R 1 T6 3
FERIN, IR B B B {5, IL-18 \TNF-o \ TGF-B ,.COL1al ,TIMP1 mRNA /K F-#5 5 , PERK | Bip , Caspase-9 % 13855 5, 2 5
WA E L (P<0.05) ; 5B L, T I8 4 R BUME OC1306 2 BE /N, R B A $0 B(E B%, TL-18 . TNF-o, TGF-B
COLlal \TIMP1 mRNA /K45 , PERK Bip ,Caspase-9 & [ k4R , 22 F A G4 L (P <0.05) ; SR I T R4 L, -
P BURE G T B BE R, R B (L AR BB 45 5, TL-1 B \TNF-o -TGF-B .COL1 ol . TIMP1 mRNA 7K 45k, PERK | Bip . Caspase-9
BORBEM, ZRWAGIFEX(P<0.05), &t IR R KR miR-142-3p (Y334 0] A 50005 K RIS G 3 &
966 (1 M R A, DR S RN, TR W AR AR /K. AT RE R 4 F AL miR-142-3p 38 3 90 il PERK/Bip {5538 #% I
PERK Bip ,Caspase-9 5 [ {1 3R IR Il 5 48 I SV
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Intervention effect of miR-142-3p targeting PERK/Bip signaling pathway in rats with osteoarthritis
WEI Meng,ZHANG Ying-min, KANG Shao-ying, LI Jian-wei, WANG Zhen-xing, CHEN Wei  (Third Department of Ortho-
paedics, Handan Central Hospital ,Handan Hebei 056001 , China)

Abstract: Objective To investigate the intervention effect of microRNA-142-3p (miR-142-3p) targeting protein kinase R-like ER
kinase (PERK) / immune globulin binding protein ( Bip) signaling pathway in rats with osteoarthritis. Methods A total of 60 SPF male
rats were selected, 15 of which were randomly selected as the blank group,and the remaining 45 rats were established for osteoarthritis model.
Finally,39 rats were successfully modeled and they were randomly divided into the model group,the down-regulated group and the up-regulated
group, with 13 rats in each group. After successful modeling, the blank group and the model group were injected with normal saline in knees,
and the up-regulated group and the down-regulated group were injected with miR-142-3p mimic and miR-142-3p inhibitor in the right knee
cavity , respectively. Histopathological changes of knee cartilage in each group were observed by HE staining. Knee range of motion, tenderness
threshold and thermal pain threshold in each group were observed and compared. Serum levels of interleukin-13 (IL-18) and tumor necrosis
factor-a (TNF-a) were detected by enzyme-linked immunosorbent assay ( ELISA). The levels of transforming growth factor-g ( TGF-B) ,type

I collagen al (COLIal) and tissue inhibitor of metalloproteinase 1 ( TIMP1) mRNA were detected by real-time fluorescence quantitative
PCR. The protein expression of PERK/Bip signaling pathway were detected by Western blot. Results Compared with the model group, the
expression level of miR-142-3p was decreased in the down-regulated group and increased in the up-regulated group,with statistically signifi-
cant differences (P <0.05) ,indicating that miR-142-3p was successfully transfected. Through histopathological observation,it was found that
the knee cartilage tissues of rats in the blank group and the up-regulated group were intact, while the knee cartilage tissues of rats in the
model group and the down-regulated group were degenerated and the normal cartilage structures were lost. Compared with the blank group,

the other three groups had lower knee range of motion, lower tenderness threshold and thermal pain threshold, higher levels of IL-13,TNF-a,
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TGF-B,COLIal and TIMP1 mRNA, and higher protein expression of PERK, Bip and Caspase-9, with statistically significant differences
(P <0.05). Compared with the model group,the down-regulated group had lower knee range of motion,lower tenderness threshold and thermal
pain threshold, higher levels of IL-18,TNF-a, TGF-B,COL1al and TIMP1 mRNA and higher protein expression of PERK,Bip and Caspase-9,
with statistically significant differences (P <0.05). Compared with the model group and the down-regulated group,the up-regulated group had
higher knee range of motion,higher tenderness threshold and thermal pain threshold,lower levels of IL-13,TNF-a, TGF-g,COL1al and TIMP1
mRNA ,and lower protein expression of PERK, Bip and Caspase-9, with statistically significant differences (P < 0. 05). Conclusion The
up-regulation of miR-142-3p expression in rats with osteoarthritis can effectively improve the knee range of motion, tenderness threshold and
thermal pain threshold,alleviate the inflammatory response ,and regulate the levels of synovium fibrosis markers. The possible molecular mecha-

nism is that miR-142-3p alleviates inflammation response by inhibiting the protein expression of PERK, Bip,and Caspase-9 in the PERK/Bip

signaling pathway.

Keywords: PERK/Bip signaling pathway ; miR-142-3p ; osteoarthritis ; inflammatory response ; synovial fibrosis
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YNATT AEIFBORE ,  SHR E R FR T
RF AR A1) A N RNAs (miRNAs ) & —Fli B
Gl YRR R IR B0 BN AE R TS RNA, T2 AR 7E T8
R KR aEh ™ . miRNAs FEBORG 10 & 4 K R i it o
EXHEE R, B HA GO i 1 miR-1423p
2R 48 RE S8 I 0 R, AT R R A i o
=7 AWFGERBL, miR-142-3p 75 563 4 P K A5
U TSR 2 T B 54 4 1 LS I ANA
FREUEET D TR O A AR B I B R, L)
LG W T H0AYT A B S L., miR-1423p
R A AR B O T AR SRR A (R AR T
miR-142-3p 4] T8 561 R 14 THLH R 2 5
AR S B P ST A o SOAR IR S T B 5 48 R B
A PR miR-142-3p A5, R0 X B 655 4
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1 #RERHZE

1.1 ##

WE5EBY):60 H SPF 2% e Ffe M1 S R, el O )11 45
PRI T 4 A b R AL [ S W T E S : SYXK (JI])
2020-229 |, i 7 ~8 J&, 3 (7.63 £0.65) & ; & 5
217 ~249 ¢ ¢34 (232.29 £21.07) g, FTA KEY
FEW(22 ~24)C B 40% ~70% . [ 5K 68 e 5d
R TEHR B B T 28 R R K R B Y3 20H 3
PG —HRER SR, AUV B TGS AR 1, ARSI
FBEAe FEZE L 2 HE (475 : HD-DWLL-2019-023 ) .

FEIEFH] : miR-142-3p mimic £ miR-142-3p inhibitor
HH R I SR E W HR A IR A W A G H M R
1B (interleukin 18,1L-1B ) ffFHE G022 W B 56 ( enzyme-

linked immunosorbent assay, ELISA ) i3] &0 B #5440
FEED R A B A (HiE 5 : BSH2021351A ) 5 il 98
RBE A T-o (tumor necrosis factor o, TNF-o ) ELISA
BAEW A LR RE LR AR A (H5:
YT202110831) ;7N R B 18 R A P JoT I 33 ity
(protein kinase R-like ER kinase, PERK) \f Bk 5E
%5478 H (immune globulin binding protein, Bip ) A4
H b RS AR YR R | (4145 XGK202145
XGK202157) 5 /N BT K B Caspase-9 Hiik Il B BRI 4=
WA VR A PR v (415 : ATA25899-53)

1.2 Fik

12,1 @R 71 60 H K B Bl B Bk 3k
15 HAERZ A (28 A B RA KA AR ), Hp
45 HORBUCR PRI 2E U BB R F 8 5 R A=
T DR R K BRUBE R« 7E 4> B R AR 9 5 55 11
FU, B A7 ot A W OG T, SR A Ak B 0 D) W iy
2SN, AT R LA R VIR B, SR
Ja MR EE A ST RN R TR, AR S5 KBS T0] A G sh
e, R R Bs 6 H wih s Sk
Flx 39 HOR BG4 ATl il e 1 2 PV |2 39 H
KA R , BEL o R TR . BRA, R
13 Ho B4 K BUB R 9 miR-142-3p mimic, T
JHZH K B R ¥ 112 46 miR-142-3p inhibitor, 77| & 34 24
100 ng/mg, 75 4L ARAYZH K BRUREB 1 S 45 77 o A B
K,

1.2.2 miR-1423p #E Y% % 6 miR-1423p
FeYLSEn 24 h J5, R 92 5 E & PCR AN miR-
142-3p W YOR AT REHLEER 5 R, ([ 6%
IKAE AT (6 mL/kg) I R 5 A0 5, BB O 19 Bk
LT P RNA 3055 50575 ¢DNA, DL U6 N Z:,
miR-142-3p | ¥i#/% 4. 5-CGCCGTGTAGTGTTTCCTAC-3,
FUEFH]:5°-CAGTGCAGGGTCCGAGGT-3"; U6 | JiF 7
%1 :5°-CTCGCTTCGGCAGCACA-3’, FiFF# 41 :5-CGCT-
TCACGAATTTGCGT-3’,
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1.2.3 HE Jf8 RS 6% K4 AR (6 ml/ke) 5
JEE IR 25 2 R B, 7R AL DD TT B2 K, 70 185 K T e 2H
20 A M G 77 o 3R 2 2, D AR SR K ke
4% Z2 VR [ 32 , SR T HE J200) &0 25 25 K B A
ECATCE HEREAR AT Y 0, B T WL OC Ty
G b Tsp i e Al A

1.2.4 O IE BN EE I IR | FAR 19 (A
MEIF R A HRRIE R TE E, Hphasad
10 HOBRIA] | FiRZl PR 8 K2R YLS3E B
SN 7 % 2 R B 9 4R, SR R U A T 4k
ASCIN 7 R B A A2 i S AT 1P, DA K B YA e I i ey
VE Ry dm BIE b , e dm 180 A0 B A 2400 3 W, K
[ 5 ~ 10 min, BU{E

1.2.5  ELISA £ il] R B & A R B 3l ik i
2 mL, B0 B LTS, 2 B8 IL-18 . TNF-a 1) ELISA i
) & U R I BGHEAT IR MR SR . S
TR I VEARUE S, e BB B2 70 TR A M i 5 o8 bz Al AL o
A 100 L ARifE S TARREREA,37 CIEE 2 h 5 AP
A 100 pL A= RSO TAEWR; SO AR BE 3 K,
BN PR TAEW 100 pl, 35 C R E 45 min; #
100 wL TMB % Bm A i L ,35 C JZ N 45 min, IIA
LR, R B AR SR b 3R $8 FR K- (B TR S
FIRFEARKFBUE L) o

1.2.6  SEEFHEOGE f PCR A 00 11 375 >R FH Trizol
AT S RNA SR I, I FHAZ IR B A IS A 7 vk i
RN 5 3055 SR e R4 T PCRARYINA Mix 10 mL,_F3j#5]
Y11 mL, FJ#5]% 1 mL, RNAase free 7K 7 mL_ cDNA
I mL, 54 20 mL, # 4k 4 K A F-B ( transforming
growth factor-B, TGF-B) FiF 5| 4. 5’-TGCACCGCAA-
CAACGCAATCT-3", T it 51 ¥ : 5>-TTCTGGCACTGCTTC-
CCGAATG-3; AU Rt ol (collagen type [ ol ,COLlal) |
W BI¥: 5-TTGGTCCTGCTGGCAAGAATGG-3, F i &
¥ . 5°-TCTGTCACCTTGTTCGCCTGTC-3’; 4= J& & 1 Hiff
ZHZH NI K7 1 (tissue inhibitor of metalloproteinase 1,
TIMP1) Fi#5]%):5-TGTTTCCCTGTTCAGCCATCCC-3,
TS :5-GGTAGCCCTTCTCAGAGCCCAT-3’; N &
GAPDH F 5] 4.5 -AGGTTGTCTCCTGTGACTTCAA-3,
T UiF 81 W 5-CTGTTGCTGTAGCCATATTCATTG-3,
PCR J i 5 F: BAE 195 °C 5 min, 94 °C 20 5,56 °C
20 5,72 °C 1 min,40 MEFF;72 CLELEM 6 min, K
FH 278 38 TGF-B, COLLal , TIMP1 4 #H %J 22
ik,

1.2.7 Western blot  7E 4 4 3 ZH T 2 9K
FEACHI A B 45 DO B2 BUEV AR 1, SR ] BCA 3k X
PERK/Bip {55538 #% 4 1 #6477 & s A I, 3 10 pl &

H k4T SDS-PAGE Hi Uk 6 5%, Jin A i — 41 (S I
PERK ,Bip .Caspase-9) 4] ,4 Cid K% & , TBST ¥k
PRAS AT — 50 (CRPLAR 1e6) FFH | h, 541
PRASTRNEE , A SEAAR UL 2 AO6I A Wi B 1 5 PAGE
J R, B B5% , WS 8 1 GAPDH,
1.3 “itxan

K SPSS 26. 0 Gt bkt o rab B, it 5%
BHASE = BRE2E (% £5) $i3A8 , Z2 4 18] BRI
RIT 2T, I LR T LSD-t K56, P < 0. 05 2y 22
SEAGIHE L

2 R

2.1 HEHFET

52 A, HoAh 4% 20 K B miR-142-3p ik
BAK, ZRA G X (P <0.05); S RIZHAH
b, M4 miR-142-3p KB, ZHRAGITEE
(P <0.05); SR FF A e, 4 miR-
1423p FRib i, 22 R WA G E L (P <0.05) ,
$27R miR-142-3p Fe YL, Wik 1,

R1 HPYPREFE (X xs,n=5)

Hikill miR-142-3p F ik
= 1.16 +0.35
AL 0.83£0.22*
T4 0.51+0.11**
RS 1.05 £0.26 *#4
F 4.277

P 0.003

* 5 E UK P <0.05;#: SR MK, P<0.05;A:5
TR eEx P <0.05
2.2 BAXRFAMRT A AL REFZIR

25 AR U S 3| L 2T B L S8 3% s BRI A
T4 KRR AR, JCE T D, 1w RCOE 851k
& PIARBRBIES S ERE, WK 1,
2.3 ZAARBIEXT ESE JERBMEL AR BML

523 A e, Hopl A AR BRI TG s B/,
JE B A W AL, 2R WA SRIF¥E X
(P <0.05) ; AR LR, T 9] 2H K LR 56 19 Tk sh B
BN, IR A AR B RAIC, 2 A gt X
(P <0.05) ; SHRLURN T IR 4L g, R4k R &
G B R, R B AR R R, E R A S
TR (P <0.05) , W42,
2.4 BAXRAKERFARFIEK

s Al bR, Hfth 45 4K R IL-18  TNF-a 7K
B, ERBARIT ¥ E L (P <0.05); SHE A L
B, R IRZH R TL-1 B TNF-o 7B, 25 B398 Si it
2EE (P <0.05) ; SEARAUR T A iR, BRglR
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B IL-1B ., TNF-o 7K 841K, 22 5 3 F i1t % & &
(P<0.05), %3,
2.5 BRI AT &4 mRNA pbiz
525 FA i, Hl 45 41K B TGF-B L COLTal |
TIMPI mRNA JK V8 m, ZR A G FE X
(P<0.05); 5 #1741 bk %, T M 41 K B TGF-B8.
COLlal \TIMPI mRNA /K45, 2R ¥ A5+ E
X (P <0.05); SHEAI4 RN AL A, b4 KR
TGF-B .COL1al ,TIMPI mRNA 7K FH:AI%, 22 B34 4
B (P <0.05), L3 4,
o R ’

a; T AU;h R e T LiAA
1 BRAXRBRBEXTREHRAFEFUE(HE x100)
x2 BAXRBXTENE.EFHREABBRELR(x £5)

41 n BOENTEEE RGN PR FIE/ g
ZSE4 100 142.56 £14.27 508.59 +50.87 9.86 +0.99
BRI 8 105.87+10.59*  427.61 +42.78 7.14£0.72*
THA 8 87.34£8.75"*  369.47 +36.97 ** 6.53 £0.67 %
FIEA 8 123.49+£12.35*%A 483.56 £48.37 *#4 9.25 +0.94 *#4
F 6.755 5.300 6. 665

P <0.001 <0.001 <0.001

* G RGMLE P <0.05;#: 5AEAILE ,P<0.05;A: 5
TR bEx P <0.05
£33 BAKXKBRKEETFKFILE (X +5,ng/L)

5 n IL-1B TNF-«

2 HA 10 88.46 +8.87 43.59 +4.38
HERIZH 8 121.75 +12. 18 * 61.72+6.19*
Lk 8 159.36 £15.94 ** 93.86 +9.41**
AL 8 93.58 £9.37 “#~ 48.12 £4.827#~
F 10. 060 12. 240

p <0.001 <0.001

% 5 GUILER P <0.05;#: 5AER 44 P <0.05;A: 5
FiAz iz, P <0.05

2.6 %4k R PERK/Bip 125 i@ %% & £ ik bk
578 U4 O, HUA 45 41K B PERK Bip Caspase-9
HEPRIREE, 2R G EE (P <0.05); 51
L AR, T IR Z1 K B PERK  Bip , Caspase-9 K [ 15
Bos, =R A E (P <0.05) s SEBIAFIT
AL AL, FE41K Rl PERK  Bip , Caspase-9 75 |13 ik

BAR, 2R GHEE X (P <0.05) , )& 5 & 2,

R4 BEARBEIELITEY mRNA LLE (x+5)

ZH5 n TGF-B COLlal TIMP1
SHEMA 10 1.08 £0.11 1.13 £0.12 1.27 £0.13
HERIZH 2.43£0.25% 3.49+0.35" 2.54+0.25*
T 3.48 £0.35*% 4.28 £0.44** 3.19 £0.33 *#
B E 8 1.46 £0.15*%2 1,42 £0.13 %2 1.51 +0.16*"*
F 15. 000 17. 630 12. 960

P <0.001 <0.001 <0.001

w5 G P <0.05;#:. SR, P<0.05;A: 5
FiAkE, P <0.05
x5 HHAKARPERK/Bip ESEEEAREILR(X £5)

24 5 n PERK Bip Caspase-9
ZSE4] 10 0.56 £0.05 0.89 +0.09 0.49 +0.05
BRI 8 0.97+0.09"  1.16£0.12* 0.72 +0.08 *
T4 8 1.34£0.15*%  1.49£0.15** 0.96 £0.11**
LA 8 0.68 +0.07 **4 0.97 £0.09 **~  0.58 £0.06 **~
F 11.280 8. 408 5.578

P <0.001 <0.001 <0.001

* 5 GMALE P<0.05;#. 5EALALE,P<0.05;A:5
TFAa ki ,P<0.05

PERK
Bip
Caspase-9

GAPDH

spil BONAL
E2 PERK/Bip ESEHES

2 EiREH

3 itig

FURIR T8 T R KLl i Lo — € e, A
HIFFEN A H A A Al BE -5 A S I [N ik 4 2K L VI A
5K, Horh miRNAs 758 56T 2 S Sk g v B ke 21 9
KA Rz B WS R, miR9-5p,
miR-424-59 75 B 51 R AR Rk 5 K, miRNAs A fig
VDA — ol 35 DR 7 S A R A B A g e A e AR
L 78 LT R RS B Ly b B R
XA BT B, of Rk miR-142-3p AT 1
IL-1IL-6 287K, (e EEH 40 30 52, 0 2 i e
ATV TAYT B O A WAL S TR L AT
Feiksn , miR-142-3p fE 5677 & & T R IRk, B
miR-142-3p {23k ] FEARMET 46 A 1 AN T 1, 4t
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PEHR T, DT 436 0 RS 40 M S i, fE e i kA2
AT T T REAIR B, 14 miR-142-3p
FEIRATHE IR BB GG B BE , £ i e B0 1 AV 1
{8, I FEARIAE B F IL-1B  TNF-o F3K 7K, T2
RAE SN, PR IREMR &R o

I RS2 AR S , TGF-B S 4% A A= K I K T 1Y
Z IR LR -, H I RBIE IR SAE R R TR
PR 5 18 2 R i B s COLLad AT
25 1 8RR E A WA, A 2L 44 0 i
P B IR A5 22 g B i v B OB E T TIMPT 2
HE 5T 4 Je A B R 2O N 2 —, AT 4R
BEE SR P SR R Bk R KT R
BEAY R Bl S 779697 J5 , TGF-B . COLlaul \ TIMP1
IKPHAR, AT RESE BT IR 7 W] A RO I i O 1 i
RS 2T Ak, M T o 3 I S T D BE o EARHESE P, |
P8 miR-142-3p "] A7 &% 41 il 75 B 4H 2 TGF-B,
COLlal \TIMPI 3k , 2% fift i L 2L 21 4k Ak, AT A )
THIRIKE

PERK/Bip {55 i f§ /& £ M5 58 i =z —, H
t PERK . Bip. Caspase-9 i 1% i % % W B 7',
PERK & N it W B2 1, 2 4E [ IL-18 \ TNF-o 55
JHE 221 1k PERK, PERK {5 {6 5 23 & fff Bip (98005
2, 310 3 2 PERK/Bip {5 5 i #% [ Caspase-9 #{i
1% , % LR Caspase-9 A] J5 2l 4H i 4 T- % )7, T 24k
B AW BN, 15 T R AR R,
PERK \Bip 5 1 %3k & T i, N7 5 e OG0 I
N % PERK/Bip {5 5, SO Heg B4z, i
M a4 . AU SR, R AT
FT R AP PERK/Bip , Wnt/B-catenin %5 {55 518 i
S L4 TNF-o 55 AT B 19 2635, 45 300 40 i 5%
S, T A 2 LA . PERK/ Bip {53
TR T 98 PN TS IO IS0 S oy 5 | e 20 4 e ] e e
LRI AEAE o 78 U W & AR B, Bip 2R 1l
PERK 3% X 1 85 1 G 1L, i — 2D Rk elF 20,
SECGw R E O AR R Bip S A
TV PN Joie X 7 38 s 7, BEL L 29 400 L o) T R 2 3R
AR FEATRT R, A miR-142-3p AT LU K 5
P IL-13 \TNF-o [ 3%35 ; T8 miR-142-3p 7] DL$2 5
RIEAF TL-1B ' TNF-a 1535, AT 7% {6 PERK 2 H
6 Bip {5 50 % K, 1% miR-142-3p 7] fg i 1
[%{/k PERK, Bip . Caspase-9 & [ 3 15 #i #fi] PERK/Bip
BT DR O RO R E 5, s L IR
R, #78 PERK/Bip {5538 B2 1RY7 &5 X1 R 1 —1
P HTHE A

25 ErR, FVH miR-142-3p R B 400 ) B 5 1 R

K5 PERK Bip , Caspase-9 3 H %1k , {5 4 AE N,
DI T B RE , 3 s e B (P B A, 18 3R
KT, HoAE LI AT A 5 3 ) PERK/Bip {5
S VA O, D R O R B2 TR R At TR
. {H H A ¥ JC 5T B B miR-142-3p . PERK/Bip {5
S H R RIRR b — BT UESE
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IncRNA BLACATI & T WH 831X 28 a7 o 41 B IR 4 P 4 A 0 L S SRk 1

HUEE/R - MR, 3, HWE/R - M/RM GHEE4EE /R AR KR ER YT O, 58 28 A 830000)

[(# E] BH WEKEEAEMD RNA(IncRNA) BB A G R 5 1 (BLACATI ) Xf T W S0k 248 fid i ( HSCC ) 48 B A T4
(DDP) WU XA LG . Ak R qRT-PCR 46 40 4] HSCC (35 A9 4140 i 55 4141 \HSCC 4 Mk FaDu & DDP
it 2524 gk FaDu/DDP #1 IncRNA BLACATI [ 1A 7KF- , CCK-8 #5257 [l ¥k & DDP 4k #1 5 FaDu il it fil FaDu/DDP 40 [ ) 77 15
Ay REEYL siRNA-BLACATI J3 51§01 siRNA BH 1 %F 8 2 FaDu/DDP 4l 9, ic 2 si-BLACATI 210 si-NC 41, DL %5 YL () FaDu/
DDP i ffE Jyxf B4, qRT-PCR B iiF % YL 2R , CCK-8 A& %% e J5 4 AN W] ¥k J& DDP 4b 3 FaDu/DDP 41 Ma 4776 3, I X 40 M AR
DA AEIR T3 % ) T AR ISR A A 1 W O, S 5 Y Al 8 LC3B BEGHE AT Y BUIH L , Western blot 46 U 4 . Ff W5 AH G
EHMEE, R HSCC AL IncRNA BLACATI mRNA X 3635 & 8 25 5 T 55 4141 (P <0.01) ; FaDu/DDP #ii i #' IncRNA
BLACATI mRNA #5125 55 T FaDu 41 (P <0.05) . si-BLACATI ZH 41l IncRNA BLACATI mRNA #5252 35 {6 T B 28 i
si-NC 41 (P <0.05) ;24 DDP 4 FHHEE7E 6. 25 wmol/L % L [, FaDu/DDP 4 i £7 1 % 5 T FaDu 4l (P <0.05) ,si-BLACATI +
DDP 24U JfI A7 75 2R T DDP 4171 si-NC + DDP 41 (P <0.05) . 5XF 2 bdg, DDP 411 si-NC + DDP 2 FaDu/DDP 41 i 7= 2R T} =5
(P <0.05) ;5 DDP £H# si-NC + DDP 20 |45, si-BLACATI + DDP 2H 20 M0 T 28t 7} (P <0.05) , T RRZHA — 86 1 Wik F 5 s
WA i, DDP 21 si-NC + DDP 41 [ WV R TE B 45 22, 1 si-BLACATI + DDP 21 40 g v A WAL 51 B W {A &% [ WV ik . DDP 41
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DDP Hi 33k, T IncRNA BLACATI #8425 HSCC 4iffa%s DDP (1% Ukt , FLAE FIAIL G P A8 12 30 1 15 e 2k F S8
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