784 BB F K% 24E ] REG ANAT OPER SURG  2021,30(9)

http ://www. jjssxzz. cn

- R REAR -

E TRimX#F PCR K1 HER2 E E # 1% i T ZLIR%E TNM 5 A9 #fF 52
B O KR, AR

doi:10. 11659/jjssx. 03E021117

(G EZNREEBEE SN —IX, 7R Bl 518101)

[# E] B# SHTHONEUECT PCR(ddPCR) HEAR T A3 4 TR T2 b 2 CHERD ) 55 J87394 1 905 2 A LA
TNM MBI, Frsk BRI PRVEH KB T S 100 LI | AL SURASE Ll Fhh TNML T ~ TLJ0971 4,
T~ V50 29 ] 53 3 % 80 (1L IRH A2 4 UL UbR AP W AL, M HERD JEPR4™ 3 ddPCR J7 bk, 5P 2 41 HER2 JEPR AR
B SRR Spearman HIXGHE AR HER2 JEPHIXH 05 TNM 4R3990 H1GHE s 22001 2 50 TAEHE (ROC) 1%, 5797 ddPCR
HORFIF HER2 SRS B2 A5 FUOM TNM SN0 6, S5 WAR4H HER JEIRHIXHY™ B350 3 F A I (P <0.05) 5 FL
WEELLTNM I ~ IV SFLI A % HER2 SEFAA (808 F TN T ~ ISLIRAR 4 (P <0.05) . Spearman HIXHE/H 744
5% HER2 B S80S TNM AR TF DG (r =0.632, P <0.05) 5 1] ddPCR HARK M FUIR % HER2 3P 5057 TNM
SMIBUREE FUFE SRS R T 90% LI FIBL(AUC) >0.95, % ddPCR H A Kl HER2 JEBAIG 5 (5 5 7L IR TNM
SRR IE A, 7 v R O 5 B e, T T U0 TNM. #0448

[ 36581 ] BOMSET PCR AR A Mo K IR 32 1R 2 FLIRRE  TNM 41301 3474

[REAES] RI37.9 [CAIRIRAE] A [WHE ] 2021-03-26

HER2 gene amplification based on droplet digital PCR technology for TNM staging of breast cancer
HUANG Bo,ZHANG Yi-chao,LIN Jian-shan
Shenzhen Guangdong 518101, China)

(Second Ward of General Surgery,People’s Hospital of Baoan District in Shenzhen,

Abstract: Objective To analyze the value of droplet digital PCR (ddPCR) technology for human epidermal growth factor receptor 2
(HER2) gene amplification and its application in the assessment of TNM staging for breast cancer. Methods A total of 100 breast cancer
patients with complete clinical data and follow-up data were enrolled and their tissue samples were included into the observation group,with
71 cases of TNM staging from [ to Il and 29 cases of TNM staging from Il to IV ,and the tissue samples of 80 breast hyperplasia patients
were taken into the control group. The ddPCR method for HER2 gene amplification was established to analyze the relative gene amplification
number of HER2 in the two groups. Spearman correlation analysis was used to explore the correlation between the relative gene amplification
number of HER2 and TNM staging. The receiver operating characteristic (ROC) curve was drawn to analyze the value of ddPCR technology
for HER2 gene amplification in the assessment of TNM staging for breast cancer. Results The relative gene amplification number of HER2
in the observation group was significantly higher than that in the control group (P <0.05) ,and the relative gene amplification number of
HER2 for breast cancer patients with TNM staging from [l to IV was significantly higher than that of breast cancer patients with TNM staging
from I to I in the observation group (P <0.05). A positive correlation was obtained between the relative amplification munber of HER2
gene and TNM staging in Spearman correlation analysis (r =0.632,P <0.05) ;both the sensitivity and specificity of ddPCR technology for
HER2 gene amplification in the assessment of TNM staging for breast cancer were more than 90% ,with area under curve (AUC) > 0.95.
Conclusion There is a significant positive correlation between the relative gene amplification number of HER2 detected by ddPCR
technology and TNM staging of breast cancer. This method has high sensitivity and specificity, which can be used to predict TNM staging.
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Clinical value of laparoscopic type C1 hysterectomy in treatment of cervical cancer
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Hainan 570203, China)

Abstract: Objective To investigate the clinical effect of pelvic autonomic nerve-sparing laparoscopic hysterectomy in the treatment of
cervical cancer. Methods A total of 106 patients with cervical cancer admitted to our hospital were prospectively selected ,and the patients
were divided into the control group and the observation group by random number table method, with 53 cases in each group. Laparoscopic
type Cl hysterectomy ( PAN sparing) was performed in the observation group,and laparoscopic type C2 hysterectomy ( without PAN sparing)
was performed in the control group. Perioperative related indexes, postoperative sexual function, bladder function and survival of patients in
the two groups were recorded and compared. Results There was no significant difference in intraoperative blood loss or the number of

lymph node resection between the two groups (P >0.05), the operation time of the observation group was longer than that of the control
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