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Relationship between the expression of CXCR4 and IL-22 and pathological factors of perianal abscess and its
value in predicting postoperative outcome

YOU Ming-hui' ,SONG Jing-jing”, WANG Wei’, YU Hai-ting', WU Xian-hai' (1. Department of Anus and Intestine Surgery,
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Baoding Hebei 071000, China; 3. Department of Clinical Laboratory, Shandong Second People’ s Hospital, Jinan Shandong 250000, China;
4. Department of Clinical Laboratory ,Hanting District Third People’ s Hospital in Weifang City , Weifang Shandong 261000, China )

Abstract: Objective To investigate the relationship between the expressions of CXC chemokine receptor 4 (CXCR4) and interleukin-
22 (IL-22) and clinicopathological factors in patients with perianal abscess and its predictive value for postoperative outcome. Methods
A total of 91 patients with perianal abscess who underwent surgical treatment were selected as the research objects,and they were divided into
the cured group (65 cases) and the uncured group (26 cases) according to the postoperative outcome. The positive expression rate of CXCR4
and IL-22 protein and the relative mRNA expression in the local tissues of the two groups and patients with different clinicopathological factors
were compared. The correlation of CXCR4 and I1.-22 in the local tissues with clinicopathological factors and postoperative outcome was
analyzed ,and the predictive value of CXCR4 and IL-22 in the local tissues on postoperative outcome was evaluated. Results The positive
expression rate of CXCR4 and IL-22 protein and the relative mRNA expression in the local tissues of the uncured group were higher than
those of the cured group (P <0.05). There was no statistically significant difference in the positive expression rate of CXCR4 and IL-22
protein and relative mRNA expression in the local tissues of patients with different ages, genders,abscess locations , abscess types and disease
courses (P >0.05). The expressions of CXCR4 and IL-22 in the local tissues of patients with different abscess size and healing time were
statistically significant (P <0.05). The positive expression rate of CXCR4 and IL-22 protein and relative mRNA expression in the local
tissues were positively correlated with the abscess size and healing time ( P <0.05). After adjusting for other factors, Logistic regression
analysis showed that the expressions of CXCR4,IL-22 protein and mRNA in the local tissues were significantly correlated with the postopera-

tive outcomes (P <0.05). The receiver operating characteristic (ROC) curve was drawn with the uncured group as the positive sample and
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the cured group as the negative sample. The area under the curve (AUC) of the combined prediction of CXCR4 protein, CXCR4 mRNA , IL-22
protein and IL-22 mRNA in the local tissue for the postoperative outcome was 0. 973 (95% CI. 0. 916 to 0. 996 ) , the sensitivity was

88.46% ,and the specificity was 95. 38% . The predictive value was significantly better than that of each index alone (P < 0.05).

Conclusion The expressions of CXCR4,1L-22 protein and mRNA in the local tissues of patients with perianal abscess are positively correlated

with abscess size and healing time,and the combined detection can be used as an important means to predict the postoperative outcome.

Keywords: perianal abscess; CXC chemokine receptor 4 ;interleukin-22 ; clinicopathological factors ; postoperative outcome
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