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Expression of HMGBI1 and TLR2 in serum of patients with secretory otitis media and its clinical significance

XU Qian-yun, CUI Hao-jing  ( Department of Otorhinolaryngology Head and Neck Surgery, Affiliated Hospital of Inner Mongolia
Medical University , Huhhot Inner Mongolia 010050, China)

Abstract: Objective To investigate the expression levels of high-mobility group box-1 (HMGB1) and toll-like receptor 2 (TLR2) in
serum of patients with secretory otitis media and its clinical significance. Methods A total of 140 patients with secretory otitis media in our
hospital were selected as the secretory otitis media group, and they were divided into the acute group (63 cases) and the chronic group
(77 cases) according to the severity of the disease. In the same period,a total of 100 healthy people who underwent physical examination in
the physical examination center of our hospital were selected as the control group. The expression levels of serum TLR2 mRNA in all subjects
were detected by quantitative real-time PCR ( qRT-PCR). The expression levels of serum HMGBI , procalcitonin ( PCT ) , tumor necrosis
factor-a (TNF-a) and interleukin-6 (IL-6) in all subjects were detected by enzyme-linked immunosorbent assay ( ELISA). The Pearson
method was used to analyze the correlation between serum HMGBI expression levels and TLR2 mRNA expression levels and the correlation
between the expression levels of serum HMGB1,TLR2 mRNA and the inflammatory factors in patients with secretory otitis media. The Logistic
regression analysis was used to analyze the risk factors for the occurrence of secretory otitis media. Results The expression levels of serum
HMGBI1 and TLR2 mRNA and the expression levels of inflammatory factors PCT, TNF-a and IL-6 in the secretory otitis media group were
significantly higher than those in the control group (P <0.05). The expression levels of serum HMGBI1 and TLR2 mRNA in the acute group
were significantly higher than those in the chronic group (P <0.05). Pearson method analysis showed that serum HMGBI expression levels
were positively correlated with TLR2 mRNA expression levels in patients with secretory otitis media (P <0.001) ,and the expression levels of
serum HMGB1 and TLR2 mRNA were positively correlated with PCT, TNF-a and IL-6 (P <0.05). Logistic regression analysis showed that
the high expression of HMGB1 and TLR2 mRNA were the risk factors for the occurrence of secretory otitis media ( P <0.05). Conclusion
The expression levels of HMGB1 and TLR2 mRNA in serum of patients with secretory otitis media are significantly higher, and they are
closely related to the occurrence and the development of secretory otitis media, which can be used as the potential biological indicators for
evaluating the condition of secretory otitis media.
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