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BRTTEXTRHP miR-1271 FYREFXES ERG gy X HE 5

MAEAE FEHE.H B (HLWE/AAREREER, LK 5 266555)
[ E] BH HI miR-1271 7EJEH 5 6T R i 2R 0 R L B26 %5 56 FAH OG5 (ERG) AR ME, 3%

TEEFRGE 60 DG 1 R FAEN OA 4, I3k 60 )41 S B0 Sl 172 A AR B 45 85 (I OA 2H) YE Xt IR, R
qRT-PCR A 565 M miR-1271 5 ERG [ 3RIEACE s R ISR TR 5 2 S g A 11 miR-1271 5 ERG RSB IR 4566 &
miR-1271 5 ERG (AHICH R Spearman 4347, 855  qRT-PCR F45 R R, 5E OA ZHAH L, OA 2 miR-1271 FEEC TS i 56y
R BEEHRIKE(P <0.001) 17 ERG 7EBEETH &1 R WELFRIE (P <0.001) ;. OA T miR-1271 5 ERG [3RE 2
FAHSE(r= —0.746,P =0.013) 4 OA ZH G5 miR-1271 5 ERG (RIXWEFAHIC(r = -0.723,P =0.024) . WHOLEH T
il BN IR 45 1 B R, 5% Y NC mimic 1 PGLO-ERG WT i ig# bt , 244% 44 miR-1271 mimic A1 PGLO-ERG WT 4 Jitd i %¢ 38
JE W2 RRAIG (P <0.001) ;1 M54 44 NC mimic #1 PGLO-ERG MUT 4 jifg 55 354 44 miR-1271 mimic 1 PGLO-ERG MUT 4 Jifg 5% 650 J
W E R G EE L (P>0.05) , £ miR-1271 FERSCTT B O R B T 3 = 35K, 1 ERG AEECTT B X R B E h ik
FRFER, H miR-1271 W) ERG HEFT G4, X T B 6 RN E A B R EEAE A,
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Expression of miR-1271 in knee osteoarthritis and its correlation with ERG
YU Dong-sheng, DONG Tao,XIA Hong-chao,XU Jian
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Abstract: Objective To explore the expression of miR-1271 in knee osteoarthritis and its correlation with E26 transformation-specific-
related gene (ERG). Methods A total of 60 patients with knee osteoarthritis in our hospital were selected as the OA group, and another
60 patients with simple knee meniscus injury caused by trauma (the non-OA group) were selected as the control. qRT-PCR was used to
detect the expression levels of miR-1271 and ERG in the synovial fluid of the knee joint;the dual-luciferase reporter gene assay was used to
detect the targeted binding relationship between miR-1271 and ERG;the correlation between miR-1271 and ERG was analyzed by Spearman.
Results The results of qRT-PCR showed that compared with the non-OA group, miR-1271 in the knee osteoarthritis of the OA group was
significantly higher (P <0.001) ,while ERG in the knee osteoarthritis was significantly lower (P <0.001). The expression of miR-1271 in
synovial fluid of the OA group was negatively correlated with ERG (r= -0.746,P =0.013) ,and the expression of miR-1271 in synovial
fluid of the non-OA group was also negatively correlated with ERG (r= —0.723,P =0.024). The results of dual-luciferase reporter gene
assay showed that compared with the co-transfected NC mimic and PGLO-ERG WT cells, the fluorescence intensity of the co-transfected
miR-1271 mimic and PGLO-ERG WT cells was significantly decreased (P <0.001) ;there was no statistically significant difference in the
fluorescence intensity between the co-transfected NC mimic and PGLO-ERG MUT cells and the co-transfected miR-1271 mimic and PGLO-
ERG MUT cells (P >0.05). Conclusion

significantly lowly expressed in patients with knee osteoarthritis. miR-1271 can target ERG for negative regulation, which plays an important

miR-1271 is significantly highly expressed in patients with knee osteoarthritis, while ERG is

role in the occurrence and development of knee osteoarthritis.
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B 45 71 T e PR o R B 2 X PR Y
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FRBE [FIHANSIA Y 60 1] 0 5 B0 B4 g 5 19 21 H
05 A (AF OA 4) 1R X IR, e 5 32 43, ¢
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Nanodrop 3 # 48 4 73 06 O B iF (101U, 3 &
Thermo /A &) ) ,C1000 FEFY ( 3£ [E Bio-RAD 2N H]) ,
Glomax20/20 luminometer %¢ Y& M {X ( 3¢ [E Promega
/Al ) o mirVana™ miRNA 43 B i 1 & . TagMan
Universal PCR Master Mix iﬁ?ﬂ]ﬁ\TaqMan(@ MicroRNA
Reverse Transcrption iz 7| & ( & E QIAGEN /A #] ),
GG 2R WA R & (E1910, 36 [E Promega 4 7] ) o
¥ Y JF i ( NC-mimic, miR-1271 | PGLO- ERG WT,
PGLO-ERG MUT) J Oligofectamine %% 4t i& 7 ( I ¥
A TAYAT) o 293T 4G B F i B 4 i A
HT 37 C 5% CO, 1 FR4A (£ Thermo A7)
FH 10% JigF 135 (36 Gibeo A 7] ) (100 pg/mL £
FHE M0 U/mLEEH KA DMEM ( 2E[E Gibeo /A 7])

Figk.
1.3 7k
131 FEACREE  BEBCPREML, BT Rl iF w4

SRR, S b AMIN A B4 IR OG5 s 2, il IBOG 1
212 mL, E{E FH#E 1 h;3 000 r/min Z.[> 20 min, %
FRABE AT H LR AE 7 B S E T 1.5 mL fofes
BB, —80 CUKARIRAAF e Al

1.3.2 gRT-PCR FH Trizol 42 H M RNA, *
Nanodrop f{ #5871 73 66 BE T TR B2 U 5 RNA ¥k
FEFAEREE . DL U6 R Si8e N2, i1t miR-1271 (ERG,
U6 15191 (£ 1) . ££ C1000 FAFIALH i GoSeript
TM 3 %% 5% 2 48 6 47 qRT-PCR. R ] A0 X & i 12
(27%%T) 35 RE AR o miR-1271 ERG 1 4 % 3% 3k
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%1 qRT-PCR E|#¥F3l
A 51 ¥F 5

miR-1271  IEM5]4) 5’ -GAGTTAATTTTTGGTGGATGTTAGTAAGTA-3’
JZ 514 5° -TAATCACACCCCTTAACCACATAC-3’

ERG WEm514% 5’ -ACCCAGCAGCTCATATCAAGGAACT-3’
514 5° -CTGCGCTCGTTCGTGGTCATGT-3”

U6 WEm514 5’ -ATTGGAACGATACAGAGAAGATT-3”’

1514 5’ -GGAACGCTTCACGAATTTG-3
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Tt e R 523G B IE miR-1271 5 ERG 2 5 A7 e 1]
KR MR AR IER ERG W28 2 BER 5 3 K 28
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miR-1271 mimic FIFHPEXT IR NC mimic L5 2 293T
Yifarh 7% 4% 12 h J5, A DMSO AbFH 24 h, I 4EAN[A]
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DR MG TN S, 4 fivefly 203 BEE PR A AR XS &
IKH—4EH Renilla 2GR FHG M. LR 3 K,
1.4 %t
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SEREAS o R 5 8 TEVORHATH RO R, A HL R
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G3HTe P <0.05 FmERAGIE L.

2 HR

2.1 qRT-PCR #:m| 2 %£
qRT-PCR #4551 7R, 5F OA dHAH L, OA 4
miR-1271 I ¥ &3R5, i ERG B EREK L, Z 5 HH
ittt (P <0.001) , L5k 2,
%2 ¥ miR-1271 .ERG FKizKFELLE (X £5,n=60)

205 miR-1271 ERG
OA 21 2.53+0.34 0.91 £0.27
JE OA 4 1.54 £0.67 2.01 £0.42
t 7. 064 8. 846
P <0.001 <0.001
2.2 Spearman 4-#1 % ik P miR-1271 5 ERG #
FEE e

Spearman 43 #7 45 5 78 . OA 41 515 W W
miR-12715 ERG 1 26 ik 2 7 AH 2% (r = - 0. 746,
P=0.013), H.7E9E OA 4164 ¥ o miR-1271 55 ERG
AR UG (r = - 0.723,P =0.024) . 425
miR-1271 5 ERG 7E 3¢ 95 i i Hh i 3R 35 &2 B 3
PSS
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2.3 MRAABERE KR LA LR

LY NC mimic 1l PGLO-ERG WT 40 H EL,
LYY miR-1271 mimic 1 PGLO-ERG WT 4 i 1555
SR & FEAL (P <0.001) ; 1 F 4% %4 NC mimic F
PGLO-ERG MUT 4 il 5 3t 4% 4 miR-1271 mimic I
PGLO-ERG MUT 4 g i %< S o B LA 22 S5 T i 112
X (P>0.05), UtB] miR-1271 GEFES LS A I

ERG £k, WK 3,
R3 BEWKAEZHREERZIRONLERILE

Wi g PGLO-ERG WT PGLO-ERG MUT
NC mimic 0.95+0.15 1.03 £0.25
miR-1271 mimic 0.27 £0.08 0.95+0.19
t 10. 453 0. 559
P <0.001 0.584
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FRARANMAN L R B A ™ o B R 45 R4 /R miR-1271
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Abstract: Objective To predict the risk of recurrence of early gastric carcinoma ( EGC) after complete resection by endoscopic sub-
mucosal dissection (ESD) based on the nomogram model. Methods EGC patients who underwent complete resection by ESD were selected ,
and they were divided into the recurrence group and the non-recurrence group according to whether the patients recurred after surgery. The
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