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[(# E] BH E/DRIPERSNE RS REAINAR B0 R R (FSH) -3 T30, WA S 55 55 1 Bt v FSH X I 48 4 B2
HERKEF(VEGF) LN EAKKE FZ&2(VEGFR2) KiBHH M, ik ¥ 9 R 4 JEE CSTBL/6] MM/ R OW S 4 FEHL 73
S X FRAL (CG 41) ARSMEFRXS IR (VCG 41) 0.3 TU/mL FSH T HiMASME T4 (IG-FSH 41) , 8 i G841 24k 2 H R I 92 B
PN 1 PCR BIARMEEI 43 H7 25 AL 00 HL4H 4N VEGF )2 VEGFR-2 Kk, 4558 1G-FSH 41 VEGF \VEGFR-2 £ H & mRNA ik
BET VCCH M CC 4, ERIES 52 X (P <0.05), IG-FSH 4 /&% CG 4 VEGF mRNA Fik# & T VCC 4 (P <0.05) ,{H
IG-FSHZ & CG 2R 5115 X (P >0.05) . IG-FSH 41 VEGFR-2 mRNA 258 & F CG 41f1 VCGC 41 (P <0.05) , &ig
FSH RSN TR A 2UE iF VEGF J& VEGFR-2 3635 , A5/ INELOW SLAH SRS 35 R v 2 #E B
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Effect of FSH intervention on the expression of VEGF and its receptor in the process of mouse ovary culture in vitro
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Abstract: Objective To investigate the effect of follicle-stimulating hormone (FSH) on the expression of vascular endothelial growth
factor (VEGF) and vascular endothelial growth factor receptor-2( VEGFR-2) in the process of mouse ovary culture in vitro by adding FSH
protective intervention. Methods The ovarian tissues of 9 4-week-old C57BL/6] female mice were randomly divided into fresh control group
(CG group) ,culture in vitro control group ( VCG group) ,0.3 IU/mL FSH intervention culture in vitro group (IG-FSH group). The expres-
sion levels of VEGF and VEGFR-2 of ovarian tissues in each group were observed and analyzed by immunohistochemistry and real-time fluo-
rescence quantitative PCR technology. Results  The expression levels of VEGF, VEGFR-2 protein in the IG-FSH group were significantly
higher than those in the VCG group and the CG group, the differences were statistically significant (P <0.05). VEGF mRNA expression
levels in IG-FSH group and CG group were higher than those in VCG group (P <0.05) ,but there were no significant difference between
IG-FSH group and CG group(P >0.05) ; VEGFR-2 expression level in IG-FSH group was higher than those in CG group and VCG group
(P <0.05). Conclusion FSH intervention in vitro can effectively promote the expression of VEGF and VEGFR-2,and plays an active role
in the process of mouse ovary tissue culture in vitro.
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L1.1 S5 PL9 H 4 s (b THHFIH)
CSTBL/6J (55 :000064 ) BEPE/NERCABFFEN S, B3 H Ot
HE12 b IAERREERRFTE 22 ~24 °C, H UK
1.1.2 FEGKH] FSH 7RG EAL G0l 3
CRY7T) W B i B e 5 22wl 28] s B A A
HHEAW A Sigma; —4T VEGF & VEGFR-2 (ffi/)
B2 seBEHTIAR) I B Abcam; 2 & PCR A & W
Bt 2 G EYEAGRAF,
1.2 %iedrix
1.2.1 W@iRRBCH Bk DMEM: F12(1: 1) Ficii,
BEFRRE 12% NG R, 70 FSH YA 0.3 TU/mlL,
1.2.2 BUEHLUHRE  SHEBE LS/ INR ,75%
RS , TE T F0 B DX YD Bz JOk A 7 R B 1 B9 B2 21
1.2.3  SEgsrdl ¥ 9 FUNERIP S SR LA,
BERLAT R 3 4, BF4 6 Mo Bl X BRAL(CG 41)  $2HLIN
B L5 B 1 2 s B RNA, (RSB 357 %5 BE 4
(VCG 41) : $2 I 5 41 2 )5 8 FL i A B 37 137 C
CO, HFRAHT IR SR 60 min, Z 58 AT A ZRAT 24 h, fif
DRt B A R A A U U AT B 56 U AR T, 2 2 i
R SE FEEA T ] 2 B HUR RNA R 7E 2R AN FSH
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IR 4% 2 5 [ 2 24 b, HHZ R
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VIR K, PBS i hdk 3 UK, K 5 min, AP IR Eh 22
TR I THURE R o J5523% H,0,37 Ciltt
EE 10 min, 11 2E 3 (5 ZH0[TE) 37 CEHHA] 30 min,
J—30( VEGF FsfJy 1: 200, VEGFR-2 #i Féhy 1: 100)
4 CH. 552 R, YR &30 min, PBS i ofisk 3 1K,
YK 5 min, I NHE5RE3T CHFE 30 min, 47 37 CHiF
H 60 min,DAB(1:50) .4, 55 W4, PBS 2 1 ) i,
BhHo BT WS VEGF K VEGFR-2 PHM: & k1
o % DP Ctroller 3. 1. 1. 267 J% Image Pro Plus 6.0
B BEO Fa2 BH P 22 58 10 A DR I 3R B O 2% A
(10D fH) »
1.2.5  SZAF9%8 96 & PCR | VEGF . VEGFR-2
mRNAF K 519 A ) TR BRAS F A,

VEGF L5 4.5 -GTAACGATGAAGCCCTGGAGT-3’,
T W 5] ¥: 5'-TGTTCTGTCTTTCTTTGGTCTGC-3';
VEGFR-2 | Jif 5| ¥): 5'-ACTGTCATCCTTACCAATC-
CCA-3', Fi#5|%):5-ATCTGGGGTGGGACATACAC-3',
K TRIZOL 35 $2 0/ BUE RNA B 35 38 4k R il s 1)
/IN RO S 20 2 U A TV 1 510 i R S, T
A TG RNA 1.5 mL EP % th # 5 5 min; il A
200 WLADFZS 15 « JF T4 2 min, T4 C
12 000 r/min %% # B5.00 15 min; B EJROKHH, % 2 5
1 AR1.5 mL EP 45 A 500 mL S-P5Es, &)1 5
T4 CLL 12 000 r/min #5320 10 min; BT, A
1 mLyKBR 1 75% L BEFE o0 IR 2 ek, F T 4 C L
7500 r/min B HE B L5 ming BT, B T EIEE W
DEPC 7K, — 80 C %1%, il A260.A280 #Y LL{H , i
& RNA M2, Wi %% ¢ cDNA BEE G A 2 ul
Total RNA |1 L. Anchored Oligo(dT) 18 Primer 10 uL
2 x TS Reaction Mix,1 pL TransScript RT/RI Enzyme
Mix,1 pL gDNA Remover, 5 pL RNase-free Water,
20 wL Total #4278 %), F 4 CLA12 000 r/min%s 3 5.0
1 min g BEREGYE T PCR 734 (A BEA T B 5%, RO 2%
{445 :42 °C 30 min,85 °C 5 min,4 C Fff¥*, £ PCR
BOEMR R, W g B KR . ROV A5 1F:95 °C Hils
£ 4 min;95 C A5 30 5,59 CiE 'k 30 5,72 C ZEAfH
50 s, ffG#F 30 ;72 °CAEAH 10 min,4 °C [ 10 min,
EHLIEAT SR 9 RE B PCR Al
1.3 %tz adr

K1 SPSS 15. 0 GEit#i At , Sy 14Uk FoR I
SEI G E B PCR G I 25 R 24 2R F B X 23R 07 2243
K, #% o =0. 05 MK /KHE, P <0.05 KR ZE A S
-9
2 HR

2.1 FSH F7isf VEGF & VEGFR-2 & & &34 64 %R
G 4 FAL 4 55 3 R, IG-FSH 4 v VEGF K
VEGFR-2 B HEE S ET CC 41H1 VCG 41, 2 7Y
At E X (P<0.05) , WK 1,
2.2 FEH#KkEF PCR % FSH F# & VEGF %
VEGFR-2 mRNA % ik
SEIF DS 5 PCR 4553 2R  IG-FSH 41 fi1 CG 4
VEGF mRNA A8 5 55T VCG 41 (P <0.05) {0
IG-FSH 41 f1 CC H b, Z R TR it #* B X
(P>0.05), WL& 2a, IG-FSH 4] VEGFR-2 mRNA
B EE T CC 410 VCG 4 (P <0.05),CC 45
VCG W 2= R TGt X (P >0.05) , WA 2b,
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A FEH i VEGFR-2 (B VEGF %K) /&, VEGF 5
VEGFR-2 4545516 [ B M AR % [ s s e,
AT 20200 15 5 D {5 S A% 336 , T A1 6 1
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FIKMEEREZ, H VEGF 371k VEGFR-2 REAS(f
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JEF) \miR-146 mimic 4] (WS BS54 T miR-146a mimic Z0F) . XA S HEA 747 4 B 0 WLE A w490 hr A st 56, 3 ik
HE Y {6 LS G R &5 A IR0 (4L 2354k, SR i Western blot Al qRT-PCR A i & 45 5% 4k A= 4 [ F-B ( TGF-B) Fil SMAD2 (1) 3
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SRR/ RO I B B 4T 4% . miR-146 mimic 21 RW AR B B Beok, HOH B K07 8 B B K, 300 TR AL 41 2 gt il 4
(P <0.05), Western blot /37 i 75 , 57 2H FN 22 B 40 TGF-B F SMAD2 7 [ 335 B AR TR T R4 (P <0.05) ;miR-146 mimic 2
TGF-B 1 SMAD2 #5 1 K3k B 3% 5 TR B A A B R 2H (P <0.05) . qRT-PCR A5 45 5% B, A 2H I 22 R 41 TGF-B Al SMAD2
mRNA ik BT T AR miR-146 mimic 20 (P <0.05) ; 5 FARH LLEL, miR-146 mimic 4] TGF-B FIl SMAD2 mRNA ik Ak
(P<0.05), 5 miR-146a A[fEi TGF-B/SMAD2 # [ 435 , B s p iy B R, B O B i it
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