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Effect of Danshen injection on patients with saphenous vein by Nrf2/ARE pathway
YANG Shi-wei, LIU Ping, HU Chun-fang, SUN Long,ZHANG Rong-jie, SUN Wei, CHEN Shang-xiong, DU Song, HAO
Ying-xue (Department of Vascular Surgery, First Affiliated Hospital of Army Medical University , Chongqing 400038 , China)

Abstract: Objective To explore the effect of Danshen injection on patients with saphenous vein varices through the Nrf2/ARE path-
way. Methods A total of 810 patients with saphenous varices who were treated in our hospital from January 2016 to December 2017 were
divided into the control group (untreated) ,the operation group (surgery) and the Danshen group (surgery + salvia miltiorrhiza injection) .
The postoperative complications and CIVIQ score were observed during follow-up ,Nrf2/ARE protein expressions were tested by Western blot
and Nif2/ARE mRNA expressions were tested by qRT-PCR. Results The incidence of complications was the highest in the control group at
3 months after treatment, followed by the operation group and the lowest in the Danshen group, the differences were exiremely significant
(P <0.01). Compared with 3 months after treatment, the incidence of complication was significantly increased in the control group at 6
months after treatment,which was decreased in operation group and Danshen group respectively, the differences were extremely significantly
(P<0.01). In the CIVIQ score comparison,the control group scored the highest in the 3 months after treatment, followed by the operation
group ,and the Danshen group was the lowest, the differences between groups were extremely significant( P <0.01). Compared with that at the
3 months after treatment,the CIVIO score of the control group at the 6 months after treatment was significantly increased, which was signifi-
cantly decreased in operation group and Danshen group respectively, the differences were extremely significant (P <0.01). In the results of
ultrasonography , the occlusion and reflux rate of the control group at 3 months after treatment was the lowest,followed by the Danshen group,
the highest in the operation group,the differences were extremely significant( P <0.01). The comparison between the 6 months and 3 months
after treatment was performed. The occlusion and reflux rate of the control group decreased significantly, and the operation group and Dansh-
en group increased significantly,the differences were extremely significant( P <0.01). CT venography showed that the length of venous lumen

varied ,and the durable cylindrical or cylindrical areas with low density in the control group,the irregular and narrow of venous lumen in the
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Danshen group were less than those in the operation group, the differences were extremely significant between groups( P <0.01). Western blot

results showed that the Nrf2/ARE protein in the blood of Danshen group was the highest,followed by operation group, Danshen group was the

lowest , the differences were extremely significant (P < 0.01). The expression of Nrf2/ARE mRNA in the blood of Danshen group was the

highest, followed by operation group, the control group was the lowest, the differences were extremely significant (P <0.01). Conclusion

The injection of salvia miltiorrhiza injection can promote the expression of Nrf2/ARE and inhibit the formation of saphenous vein varices, and

has a therapeutic effect on saphenous vein.

Keywords : salvia miltiorrhiza; Nrf2/ARE ; great saphenous vein ; venous thrombosis
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