308 B % £ %74 ] REG ANAT OPER SURG  2026,35(4)

http://www. jjssxzz. cn

- AR -

doi:10. 11659/jjssx. 05E025091

SMAET d B I RERT RS FHLE

BINERFRL,FEEL,EEN,E OB, EAER (1L 0UIE BB A E B SR A T, 1 s
61003232, M BE 25 K224 058, VU1 iR 610075 ;3. PUJIT48 Al B2 B2 I AR ARS8, DU 1] #E 610041)

[ E] BH ISR AU OT I - FOLE . ik B e G T S 6 AT d VAR OF
MK GEO Z5 48 22 o 3 AL BRI O T S HL 1 2 Sk R JE AL 5 07 e 9 3 A0 R A0 0, FREA T %40 AT . GO DI RE B B /0 M R KEGG 3 #
BT W FELEE T A% O B S T LR SN LA L U R 1 Rk 2 F TS (B . R AT X R 56 E 54 b0
BH ISR OMS AT, SR S B d i 20UIE BOT R A R T A HE TP53 . HSP90AAT . MYC . HSP90ABI .
EGFR.H3-3B.JUN.HDAC1 .CDK2 . TGFB1 .mTOR .RELA , i3 $&58 .5 & 42 /£ PD-1/PD-L1 \AGE-RAGE % Z %5 5@ I [, HPA ¥
JES AT & B, MYC .CDK2 F1 HSPOOAB 1 5 7 FL g 4 20 3 5K AH X1 4 155 5 The Kaplan-Meier Plotter 204 12253 1 & #1, H3-3B \TGFB1
mTOR Al RELA 5 FUARE 9 % A K WiJa A0 . A FRHER R BR 4880 BT d S0 LSA HE RIS AR . &t Sae
¥ d W] BE3E i H3-3B .mTOR . RELA 25 2N ¢ 8 PD-1/PD-L1. AGE-RAGE %5 £ % {3 53 I35 77 L I I 07 63T, o 0 DA g F
TR AR

[ 4R ] Sel] e d s ZLBE s 28 25 BR2E 00 0T 5 o0 T X Be AR 5 o ikt

[HESES]TR32 [X#trEB] A [Wi B ] 2025-05-23

Molecular mechanism of saikosaponin-d in reversing radioresistance of breast cancer

RAO Xiao-hui'?, ZHENG Xi-ya', LUO Qian-wen', WANG Ping-han', WANG Ting’, LONG Fang-yi'
Research and Technological Innovation in Maternal and Child Health, Sichuan Provincial Maternity and Child Health Care Hospital,
Chengdu Sichuan 610032, China; 2. School of Pharmacy, Chengdu University of Traditional Chinese Medicine, Chengdu Sichuan 610075,
China; 3. Department of Clinical Research, Sichuan Cancer Hospital, Chengdu Sichuan 610041, China)

(1. Centre for

Abstract: Objective To investigate the molecular mechanisms of saikosaponin-d in reversing radioresistance of breast cancer.
Methods The potential targets of saikosaponin-d were predicted using online databases, and differentially expressed genes associated with
radioresistance of breast cancer were obtained from the GEO database. The intersecting targets were then screened, followed by network
topology analysis, GO functional enrichment analysis and KEGG pathway enrichment analysis. The online databases were employed to
assess the expression differences of the core targets between normal breast tissue and breast cancer tissue, as well as their prognostic
significance. Molecular docking technology was used to verify the interaction between saikosaponin-d and core targets. Results The
potential targets of saikosaponin-d in reversing radioresistance of breast cancer mainly included TP53, HSP9OAA1, MYC, HSP90ABI,
EGFR,H3-3B,JUN,HDACI,CDK2, TGFB1,mTOR, and RELA, and these targets were enriched in multiple pathways such as PD-1/PD-L1
and AGE-RAGE. The HPA database revealed that MYC, CDK2, and HSP90AB1 were highly expressed in breast cancer tissues, and the
Kaplan-Meier Plotter database showed that H3-3B, TGFB1, mTOR and RELA were significantly related to the occurrence and prognosis of
breast cancer. Molecular docking technology demonstrated that saikosaponin-d has good binding ability to the core targets. Conclusion
Saikosaponin-d may reverse the radioresistance of breast cancer through multiple core targets, including H3-3B, mTOR, and RELA, as well
as multiple pathways including PD-1/PD-L1 and AGE-RAGE, thereby providing a new theoretical basis for its clinical application.
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