http ://aammt. tmmu. edu. cn = ZEBE R AR ,2021,43(8) 755

DOI:; 10. 16016/j. 1000-5404. 202101098

MED28 7 [ iz 81X 20 B 2 K 92 55 A R R X Rl PR4FAE 53 47

4L, e RR R, ERW,KR W, ERE 400037 F K, i 75 42 S R 2 (5 = ZE PR R ) 3 I U I B
1 ff i S PRk

(HBZE] BN SRR E 54 3 28 & 4 ( mediator complex subunit 28 protein, MED28) F [
Jis s bR 21 Bl JEE ( oral squamous cell carcinoma, OSCC) | i 5% 41 24 Fp e ik M H S5 B AE TS 26 &
Jiid o BEEL2015 41 H % 2020 4F 6 H i RAEFR e H ERE SMRHEBE TR B OSCC B F bR 142 ], L
t 91 £y OSCC ARAf & 55 IE R A2, Syl Uk 2=k T 0SCC R 55 20 A W U1 v il MED28 1y
Fiko st OSCC A S o5 4H L MED28 ik 22 5% . 115 MED28 KA 45 RENY) i S &7 1) F- 3
{8, LA R bR Hs OSCC HR 75 73y MED28 R34 Fll MED28 15 ik 4H , ] Logistic [l 9454 43 #r
MED28 F%ik 5 FAFFAE Y C &R , Kaplan-Meier 35434 MED28 ()35 515 H &R, IF H COX [a] 45 7Y
SIHTHUG R R . 85k S o5 2L A, MED28 7 OSCC ZH 41 b5 423k (P<0.01) , Logistic [A]
IHBEHL )3 BT 78 MED28 3635 5 WA bk B 45 4% 3% AH G (P<0. 05 ) , Kaplan-Meier 42 773 #7 .7 MED28 %
PR A AFI ] (overall survival, 08 ) 35 5 T = 41K 4H (P<0. 01) o WA 0 1)t 2 52 0 995 )
FCHZR (P<0.05) . 4518 MED28 £ 0SCC B Efd 4 s 3Kk, il RE 5 0SCC By LA R ARG, I
M HUS , HRR S W R R A G

[REEIR ] SRR s MED28 3 o AL ; S

[HhEZESEES] R341; R730.23; R739.85 [ XHitrERE] A

Expression of MED28 in oral squamous cell carcinoma and para-carcinoma tissues

and its correlation with clinical characteristics
XIANG Zhao, LYU Jun, CAI Jun, WANG Yali, ZHANG Gang, TAN Yinghui Department of Oral and Maxillofacial

Surgery, Second Affiliated Hospital, Army Medical University ( Third Military Medical University ), Chongqing,
400037, China

[ Abstract | Objective  To investigate the expression of mediator complex subunit 28 protein
(MED28) in oral squamous cell carcinoma ( OSCC) and para-carcinoma tissues, and its correlation with
pathological features and prognosis. Methods A total of 142 OSCC specimens were collected from the
inpatients undergoing surgical treatment in our department from January 2015 to June 2020. Among these
specimens, 91 had para-carcinoma tissues. Immunohistochemistry was used to detect the MED28 expression in
OSCC and para-carcinoma paraffin sections. Chi-square test was used to analyze the difference of MED28
expression between OSCC and para-carcinoma tissues. The patients were then divided into MED28-high and
MED28-low expression groups according to its median expression level. Logistic regression model was used to
analyze the relationship between MED28 expression and pathological features, Kaplan-Meier survival analysis

was selected to study the relationship between the expression and prognosis, and COX regression analysis was
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employed to analyze the prognostic factors. Results MED28 was significantly highly expressed in the OSCC

tissues than para-carcinoma tissues ( P<0.01). Logistic regression model showed that MED28 expression is

related with smoking and lymph node metastasis (P<0. 05). Kaplan-Meier survival analysis indicated that

overall survival (OS) in the patients was significantly higher in the MED28-low expression group than the

MED28-high expression group (P <0. 01). Gender and smoking status were identified as related factors

influencing prognosis ( P<0. 05). Conclusion

MED28 is highly expressed in the OSCC tissues, which

might be related to the occurrence and development of OSCC. It also affects the prognosis, and is related to

smoking status and lymph node metastasis.
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