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(FE] HOY BRERMXDUE AR AL e i A= K N7 23 (FGF23) JE (K L 25 ) 7 O 9
RIRHIARSEME, ik Tk 2014 4E 5 ) & 2015 4F 3 ) 12 IR BHE 2 1 k& A6 A 1Y =1 R DU ARE
431 f5i], b 0o (CHD) 26 231 4] 5 %) BB 20 200 1], $2ECML % DNA #EAS 5 >R Sequenom Massarray
ZREEXT 157955866 . rs13312756 . 1s3812822 5% 3 4~ FGF23 KL TagSNP o7 o 47 35 PR 43 780 | %o L 45 o7 3
PRI 5 PR 78 R AR TR A 2 () o3 A A T e it 0. 85 CHD 4 rs7955866 A 45 {3 5L [F Al rs3812822 C
ST REDRAH R I v T X BEZH (P < 0. 001 ), A o5 2 1) 5 R R 43 A L AE e W i 25 57 (P < 0.01) , B [H
& Logistic [A]H73H77R rs7955866 GA FE K RIHE AT & g XU Sy GG FER T AY 2. 146 1%, HA F 1T &
(P=0.01,0R =2.146,95% CI[ 1.393 ~3.306 ] ) ,1s3812822 CT JL[F % 5 TT 3 [ I3 % Ho KU IR
HAES %225 (P =0.01,0R=2.010,95% CI[ 1.327 ~3.046]) ., ZHZEIELA Logistic [a] 1943 H7 1
AR AT BMI IR AT S R S e I 0 RE AR TR 2R I R 45 R R 157955866 K
13812822 {37 /5345 CHD & ~r A1 9 (P <0.001,0R =2. 478 ,95% CI[ 1. 613 ~3.806 ] ; P <0.001,
OR =2.123,95% CI[1.439 ~3.132]) ., BRI 157955866-1s13312756-rs3812822 Gi it 24437 45 5 i 7%,
PALRI] ACC A5 8 0 588 0 5 286 KU i VE F (P < 0.001; OR = 2. 074,95% CI[1.391 ~3.091]),
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[ Abstract | Objective To explore the correlation of fibroblast growth factor 23 ( FGF23) genetic
polymorphism and coronary heart disease ( CHD) in Chongqing Han population. Methods A total of
431 subjects were selected from the Department of Cardiology, from May 2014 to March 2015, and were
divided into CHD group (n =231) and control group (n =200). All the subjects were unrelated Han
populations, and were examined by coronary angiography. Sequenom Massarray system was used for
genotyping 3 Tag single-nucleotide polymorphisms ( TagSNPs) of FGF23 gene, namely, 157955866,
rs13312756, and rs3812822. The frequencies of alleles, genotypes, and haplotypes of the TagSNPs were
compared between the CHD group and the control group. Results The frequencies of rs7955866 A allele and
rs3812822 C allele in the CHD group were significantly higher than those in the control group (P <0.001),
and the genotype distribution of the 2 loci was significantly different between the 2 groups (P < 0.01).
Univariate logistic regression analysis showed that the risk of CHD in the subjects carrying rs7955866 GA

[E€TH] EXRAARFEEH F5H (81170281)
[#EE1EE] FIHIF,E-mail; wangxuk@ 163. com
[fEFEHAR]  http://www. cnki. net/kems/detail/51. 1095. R. 20151229. 1537.011. html(2015-12-29)



658 S =B, 2016,38(6)

http : //aammt. tmmu. edu. cn

genotype was 2. 146 folds that of the ones carrying GG genotype (P =0.01, OR =2.146, 95% CI; 1.393 ~
3.306) , and the subjects with rs3812822 CT genotype had higher CHD risk than the ones with TT genotype
(P=0.01, OR=2.010, 95% CI. 1.327 ~3.046). After adjusting the confounding factors like gender,
age, BMI, smoking history, drinking history, history of hypertension and hypercholesterolemia, the results
showed that SNPs at rs7955866 (P <0.001, OR =2.478, 95% CI. 1. 613 ~3.806) and rs3812822 (P <
0.001, OR =2.123, 95%CI . 1.439 ~3.132) were independently associated with CHD incidence. The ACC
haplotype of rs7955866-rs13312756-1s3812822 had an effect of increasing CHD risk (P < 0.001; OR =

2.074,95%CI. 1.391 ~3.091). Conclusion
in Chongqging Han population.
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1514 :5'- ACGTTGGATGTCGAGTGAACACGCACGCTG-3'
rs13312756 TEm54:5'- ACGTTGGATGCTTTGAGGTGTTTTCTCACG-3’ 45 5'-TAGATATTGAAAAAGACTGGAT-3"  iF [] ZE{Hi
54 :5'- ACGTTGGATGGTAATGTGGTGAAAGCAGGG-3’ A
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CHD 2 57(24.7% )* 128.8 +18.4 75.6 £10.7 4.5+1.1° 1.8 £1.2¢% 1.1+0.3° 2.9+0.9*
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CHD #H 1.2 £0.2° 0.9 0.3 5.9+0.6% 5.5+1.1* 9.7£2.9* 2.8+1.8 76.0 £72.9¢
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A 3 SEDIRI (% ) ] SR (% ) )
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(1/2) 1/1 172 22 1 2
157955866  A/G CHD 41 5(0.022) 84(0.364) 142(0.615) <0.001* 94(0.203) 368(0.797) 2.015(1.372 ~2.959) <0.001 *
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%* 6 CHDH5¥REAE FGF23 AEA S AL

PRI A AT R
kR P OR 95% CI
CHD £  XJMee
ACC  0.190 0.102  <0.001 2.074  1.391 ~3.091
GCC  0.044 0.040  0.796 1.092  0.560 ~2.129
GCT 0.536 0.582  0.191 0.834  0.635~1.095
GGT 0.216 0.265  0.100 0.768  0.561 ~1.052
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TR/ R WLET (U-Pi/U-Crea) #H5C , tRIEBH T 157955866
A HA AR PRI BE A a5 o T BRI R
FGF23 R 22 25 56009 AH G 1Y P BB o
AWK R K P 157955866, 1513312756 .
13812822 5 /)N H [H 41 2 43 ] g 0. 161, 0. 239 K%
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