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Identification of fibroblast activation protein o« as target of microRNA-30a in gastric

cancer
Gong Li, Zuo Qianfei, Yu Ting, Wang Lina, Xiao Bin, Zeng Hao ( Department of Microbiology and Biochemical

Pharmacy, National Engineering Research Center of Immunological Products, College of Pharmacy, Third Military
Medical University, Chongqing, 400038, China)

[ Abstract | Objective To investigate the expression of microRNA-30a (miR-30a) in human gastric
cancer (GC) tissues and identify its direct target gene. Methods The expression of miR-30a in the tumor
tissues and paratumor tissues of 29 patients with GC was detected by qRT-PCR. The potential target genes of
miR-30a were predicted with TargerScan database. Luciferase reporter plasmid pMIR-fibroblast activation
protein o (FAPa) with FAPa 3"UTR as the binding site of miR-30a was constructed. The predicted target
gene (FAPa) of miR-30a was identified by dual luciferase activation assay. The mRNA and protein expression
levels of FAPa were assessed by qRT-PCR and Western blotting, respectively. Results The expression of miR-
30a was significantly decreased in the tumor tissues compared with the paratumor tissues. Low expression of
miR-30a in the tumor tissues was significantly correlated with the clinical stage. MiR-30a mimic significantly
inhibited luciferase activation (P <0.05) in the HEK293 cells, which proved that miR-30a could target
FAPa 3" UTR. Western blotting and qRT-PCR showed that miR-30a inhibited the mRNA and protein
expression levels of FAPa. Conclusion MiR-30a is down-regulated in GC, and FAPq is its target gene.

[ Key words | gastric cancer; miR-30a; FAP«

Supported by the National Natural Science Foundation of China (81202310) and the Project of Young Science and Technology Talent Training of Chongging

(CSTC2014kjrc-qnre10008 ) . Corresponding author: Xiao Bin, Tel: 86-23-68772377, E-mail: binxiaotmmu@ 163. com; Zeng Hao, Tel. 86-23-68752377,
E-mail; zengl 109@ 163. com

[(H2WHE] ERHAREEETH (81202310) ;K HiF4ERHE A A 153251 B ( CSTC2014kjre-qnre10008 )
[BEEE] B i, HBi%:(023)68772377, E-mail : binxiaotmmu@ 163. com

W HLIE : (023)68752377 , E-mail ; zengl 109@ 163. com
[fEFEHAR]  http://www. enki. net/kems/detail /51. 1095. R. 20151229. 1537. 010. html (2015-12-29)



http ://aammt. tmmu. edu. cn

55 SIEPE KA ,2016,38(6) 561

microRNA 3 53 H 1Y 3'UTR Fr Be4h & ok i 1%
HEMFRE, S H5HEARK WT-EF2A AR, T
ok, CMIET RIS E5HEREEMEEN
miRNAs, 4l miR-25 miR-141 Fl miR-29¢ 25" 3 F ]
TERTABEZE Y, UESE microRNA-30 (miR-30 ) K15 (1)
miR-30b 7F H Lk, Higs = 501 5w 4n i
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