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[ Abstract | Objective To identify the existence and to explore the function of T cell factor 4N
(TCF4N) splicing isoform in human esophageal cancer cell EC109. Methods RT-PCR technology was
applied to amplify the specific exon of TCF4AN and the product was further sequenced. The coding region of

TCFAN was amplified and further ligated to the eukaryotic expression vector. The recombinant vector, which

was verified by sequencing, was then transfected into the EC109 cells to detect its roles. Results The TCF4N

splicing isoform existed in human esophageal cancer cell line, as well as esophageal tissues. Compared with that

of the adjacent tissues, TCF4N was down-regulated in the esophageal cancer tissues. The TCF4N expression

vector was successfully constructed, and effectively expressed in the EC109 cells. Functional analysis showed

high level expression of TCFAN led to inhibition of cell growth, cell cycle redistribution and attenuation of TCF4

transcription activity. Conclusion The TCF4N splicing isoform is an authentic expressed isoform in human

esophageal cancer cells, and is relative to tumorigenesis of esophageal cancer.
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1.2.4 TCFAN )3 iK 2R 14 1 1) 72 B TCFAN () 47 15
X, ARYE/N R TCFAN BY #2257 44 4457 81 945 5 N FE R 4T 91 %

i1 8] #1, TCFAN-F2; 5'-AGTTCGAACCATGCCGCAGCTGAACG-
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TCF4 R 25 i A AR 4 I R 98722 S 805G %A
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TEARZ e B M B 2k rf  TCFAN Frgmtin g 2
HA N-ungbfdal, ol 5 B-catenin 25 & 16 /> DNA &%
BaAa s, RS B 5 SESrs /R D LT e 2
T Wnt i B9 GRS AR SR, BT RE AR TE A 2Rl
i A AE A/ WARGE . B AR A RT-PCR J7 A IESE
T TCFAN By 7E A R A bk P RO AFAE , ELFEAN[H)
KR FREKTFAEZR (B D) . X HFRY)
I35 110 A JA 2 RN R 55 2 4, TCFAN e JRa L b ik
BRI 3) o AT K : TCFAN (i FB/b DNA 45
BEEIER, 5 IEH R I TCF4 4y F 38 e 485 & LS
+7 B-catenin M HA WPH 5% ZiG D6, fEBE R
1, B-catenin/TCF4 {5538 B2 WG R ZS , S 90 hhe
1 TCFAN Ji/D A — 2, MAEA [ 41 g2 8 vp , TCF4AN
) 283k /K- 5 HAM ) ) g 25 VIAR 56, IR i 76 AN ) 25 7Y
YA X TCF4 J RS IR B R TR], 5206 TCF4 Jifig
5T S 458 —5L,

J T HRRHA Y FIRE, AR L e PR
H4 TCFAN %5 55 X % H2 8] 2 K pEZ-M11 o, If &3 3R
KT EC109 40l 7¢ mRNA A1 (/K AR 2R
FKiFEAEF AN (K 4), fEIEH EC109 4,
TCF4 FHHE I N TCFAE F1 TCFAM 3% ¥ Fft 53 44 14
i T TCFAN 4 F R 2 B/, Kt pEZ-TCF4N
JECAE I G Je G 8 B A I s T UL 3 2% . 4 TCFAN
(IZER T UM EC109 41 i il A K, il 25 B 1 %) 384
i, HACR N 2 X UEM T TCFAN (30 1 0
T3 A0 FRATTXT 0 M S B XS e A T TR, LA R R
S AR/, EE T TCFAN X 41 i 6 5 f 5% 0 . SC
MR[ 1 1438, TCE/LEF J5 8l 00 5% S iG PR B-cate-
nin, 7£ TOP 445 ki A 6 B TCF4 4551
S BT RIAE Ry TCF4 6 S0 A il ) - B . 841D
25 7R = 2R 18 TCFAN 4] T TOP $ig 5 TUkL A% 5%
iEPE. X 4/R TCFAN 2 i 5u 4+ 4545 B-catenin Tj {2
YEA, X S5 H > FA5 MR E B YIAR OC . (EA T A2
U E Ik TCFAN 1] 5| — 26 A4k ) 22 5400, % TCF4
ARFLIA CyclinD1 A1 MMP7 RGN & F1, 155 #2535 TCF4N
ANE 3K TP A A0 e PR ek A 3k R £ A A A0 i
TCF4 TfeE 4.

B2 ARG UESE T TCFAN B35 M IR TE 2 8 i
YR AAEAE , JFRIAAESE T TCFAN X 40 ffd 33 5 15 55
TR INRIVE R, 5 &8 0 & AR AR R, RS
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