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Quantitative expression of Ascl2 and microRNA-200 in colorectal cancer and their

peri-cancerous mucosa and their correlation

Li Shanshan, Zhong Xiaoli, Shang Yangyang, Pan Qiong, Ye Jun, Wang Rongquan (Institute of Gastroenterology, Southwest
Hospital, Third Military Medical University, Chongqing, 400038, China)

[ Abstract | Objective  To investigate the expression of Ascl2 and microRNA-200 family members in
colorectal cancer and their peri-cancerous mucosa tissues and determine their correlations. Methods  The
expression of Ascl2 mRNA and microRNA-200 family members in 50 colorectal cancer samples and their peri-
cancerous mucosa was detected by real time-PCR. Statistical analysis was performed by SPSS 18 statistical
software. Results The mRNA expression level of Ascl2 was significantly higher in cancerous samples than the
corresponding peri-cancerous mucosa (P <0.01), while the levels of microRNA-200 family members were
significantly lower in cancerous samples than the peri-cancerous mucosa (P <0.05), except that no difference
was found in microRNA-429 expression between the 2 tissue samples (P =0.2139). The expression level of
Ascl2 was negatively correlated with those of microRNA-200 family members (r < - 0.5, P <0.05).
Conclusion  The expression level of Ascl2 is increased, while those of microRNA-200 family members are
decreased in colorectal cancer tissues when compared with the corresponding peri-cancerous tissues. And the
expression levels are negatively correlated.
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1.1 s RFH

WA 56 = ZE e K24 V4 B R B T AR PN B 5 AR A1) 2014 4
2 HZE 2014 4 6 H G KR 52 (0 45 B bR AR 50 i (DI 8%
TIERARAS 27 il FARYRAS 23 4] ) o T B 23 ], 2o 27 44,
SEEAERE 56 (43 ~69) & o A IR 1T B RAT U AT
AR X MR B3R YT o 50 B 1E # X B 5 I AL R A R
FAREIRZ S em LIl , AWF5E45 2 P4 e 2 BE I R 22 24 A0 B 25 L
S ARSI B MR E AT R
1.2 2R R R A% 7 0 4% F RNA FRIR

Bt 2 SR AR AR IR G AR E PR A7 . Al TRIzol it
71 (TaKaRa /A ]) 32 HUE RNA |, - 80 CYKFGIAIE% . RNA ¢
ARG E F6 5 BEAE G A5 B4 4% 0P R AL Y RNA
1.3 %£8#F2 % PCR # M Ascl2 mRNA #= MicroRNA-

200 5% KR 09 Rk

RNA & #0448 5, 5% ] PrimeSeript™ RT reagent Kit
(TaKaRa A AJ#24L) #E4T DNA &%, i 5 ¥ ange 1, Ascl2
S 2R 242 °C L2 ming37 °C,15 min;85 °C,5 s, MicroRNA-
200b % 4 H :42 °C,2 min;42 °C,40 min;85 C.5 s, )5
FHECntE & PCR A& Ascl2 mRNA Fl1 MicroRNA-200 % %
RPFRIE R FI N ER 1, ) 95 C,2 min;95 C,
5 5;60 °C,20 s; 40 MEIF; e fa N 65 C Eg AR E] 95 °C (5
QBT 0.5 C) o SLHEE FRH 27k AT A M AL FE, R
T 44531 Ascl2 Fl MicroRNA-200 527 75 45 1.1 98 41 8 R iE
WA LUNFRIE ] — 3 Z (A A PR LA

#1 PCRE|YFIFEKE

il JrBI N (bp)
ue6 5'-CGCTTCACGAATTTGCGTGTCAT-3’ 23
5'-GTCGTATCCAGTGCGTGTCGTGGAGTCGGCAA
MicroRNA-200a 55

TTGCACTGGATACGACACATCGT-3’

5'-GTCGTATCCAGTGCGTGTCGTGGAGTCGGCAA
MicroRNA-200b 55
TTGCACTGGATACGACTCATCAT-3’

5'-TCGTATCCAGTGCGTGTCGTGGAGTCGGCAA
MicroRNA-200¢ 53
TTGCACTGGATACGACTCCATC-3’
§ 5'-GTCGTATCCAGTGCGTGTCGTGGAGTCGGCAA
MicroRNA-141 54
TTGCACTGGATACGACCCATCT-3'

5'-GTCGTATCCAGTGCGTGTCGTGGAGTCGGCAA

MicroRNA-429 55
TTGCACTGGATACGACACGGTTT-3'
U6 3514 5'-GCTTCGGCAGCACATATACTAAAAT-3’ 25
U6 TS 14 5'-CGCTTCACGAATTTGCGTGTCAT-3! 23
Ascl2 L3S 149 5'-CCTTTCTCACGACCTCCTTC-3 20
Ascl2 TS| 5'-AACTGCGTACCTTGCTTTGG-3' 20
MicroRNA-200a 3155 |4 5'-GGGGTAACACTGTCTGGTAG-3 20
MicroRNA-200a T |4 5'-TGCGTGTCGTGGAGTC-3' 16
MicroRNA-200b I35 |4 5'-GGGGTAATACTGCCTGGT-3' 18
MicroRNA-200b T8 |4 5'-TGCGTGTCGTGGAGTC-3' 16
MicroRNA-200c |75 |4 5'-GGTAATACTGCCGGGTAAT-3' 19
MicroRNA-200c 5 |4 5'-CAGTGCGTGTCGTGGAGT-3! 18
MicroRNA-141  Fii5 |4 5'-GGGGTAACACTGTCTGGTAA-3' 20
MicroRNA-141 T8 |49 5'-TGCGTGTCGTGGAGTC-3' 16
MicroRNA-429 514 5'-GGGGGTAATACTGTCTGGT-3’ 19
MicroRNA429 T3 |4 5'-TGCGTGTCGTGGAGTC-3' 16

1.4 Sitxan
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Ascl2 mRNA J 58 4 238K -4 (0.099 0 0. 119 6) , Ascl2
HEHME T NREBE S TRFAHL( P<0.01),
2.2 MicroRNA-200 7% {5 45 81 % B % 5 4L 92 0 &

ik
MicroRNA-200a , MicroRNA-200b , MicroRNA-200c , MicroRNA-
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(1.748 £1.411) FI(1.633 £1.312) , Ef 1AL P i F5k1
B AR T IE #5541 41 (P <0.01) ; MicroRNA-429 75 Jg5 41 41
KRR (1,218 £0.717 6) , Feia 5 44N FE KT (1. 479 =
1.378) ,MicroRNA-429 7EJA 414 59 55 41 4NN Rk K RS it
#2255 (P>0.05),
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