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Prediction and analysis on methylation of human Sox10 gene promoter

Li Wenying'”, Yu Hong”, Chen Xingshu', Xiao Lan' (' Department of Histology and Embryology, Chongging Institute of Neuro-
science, College of Basic Medical Sciences, Third Military Medical University, Chongqing, 400038, *Department of Histology and Embry-
ology, Luzhou Medical College, Lu zhou, Sichuan Province, 646000, *Department of Pathology, Zigong Third Peoples’ Hospital, Zigong,
Sichuan Province, 643020, China)

[ Abstract | Objective To investigate the methylation of human Sox10 gene promoter by bioinformatics
and exprimental vertification. Methods Human Sox10 gene sequence was obtained from GenBank. CpG is-
land methylation in human Sox10 gene promoter was predicted by Methyprimer software 11.0, Li lab and CpG
Island Searcher. Then CpG island methylation status of Sox10 gene promoter was detected in glioblastoma multi-
forme and adjacent noncancerous tissues by methylation specific PCR ( MSP) and bisulfite sequencing PCR
(BSP). Results Two CpG islands, 165 bp (1 241 —1 405) and 105 bp (1 478 —1 582), were found in
human Sox10 gene promoter according to bioinformatics analysis. CpG islands of human Sox10 gene promoter
were partially methylated in the adjacent noncancerous tissues and glioblastoma multiforme, indicated by MSP
results. BSP results showed that the percentage of methylation was 90. 5% in glioblastoma multiform and
28.5% in the adjacent noncancerous tissues. Conclusion CpG islands of human Sox10 gene promoter are
hypermethylated in glioblastoma multiforme. The down-regulation of human Sox10 gene might be mediated by
the methylation as compared with adjacent noncancerous tissues.
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PCR; bisulfite sequencing PCR ; glioblastoma multiforme
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