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(=] HAY 85 2B 2 9% 3 B BR A ¢ BT R (hepatitis B virus nucleic acid related antigen, HBV NRAg) 5
HBeAg F1 Z R4 98 DNA (hepatitis B virus DNA, HBV DNA) 2 [A] i) He 3¢, #R3F HBV NRAg 75PN 15 52 61 o i iz 4
o J5ik WE 157 {5 HBsAg BRI , SR BRI S yie W [0 ( ELISA ) b2 A Goh: + S fie il i ( CMIA ) F e
PCR #4375 1L 3% #£4T HBV NRAg HBeAg Fl HBV DNA & i kiill . [R]HS %) 188 5] HBsAg [ 1l i /4T HBV NRAg Hi &
PRI, 55 157 5] HBsAg FHM:MLIE 1 ,HBV NRAg, HBeAg 1 HBV DNA BHHH: 343514 75. 79% (119/157) \37.57%
(59/157) 151.59% (81/157) ,HBV NRAg 5 HBeAg il HBV DNA 45, Z G S5 5E X (¥ =19.88, P=0.000; x* =
46.69, P=0.000) , 4357F HBeAg A1 HBV DNA [HM:5% 4+ ,HBV NRAg S/CO {H Y5 HBeAg S/CO {H 1 HBV DNA &K 4H
PEDLEC S IEAH 4 (r =0.506, P=0.000; r=0.499, P =0.000) , fE—ZH3E,HBV NRAg [f] HBeAg #1 HBV DNA #j4~
RGP 2 S 0 — B B4 (Kappa = 0. 52) , HFAEFF 5 40 94. 79% , ¥ 5% K 78.98% . HBV NRAg
ELISA Rl 5§ 5144 99.40% . £51&  HBV NRAg nl{E NI RIFM HBV 1l LA K £ A YT 8O I f ) 5 46 b , 385 5 7E
A BN B BEFF R A
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[ Abstract | Objective To evaluate the correlations of hepatitis B virus nucleic acid related antigen
(HBV NRAg) , HBeAg and HBV DNA in HBsAg positive patients and to investigate the value of HBV NRAg in
evaluating HBV replication. Methods A total of 157 serum samples were collected from HBsAg positive
patients, and the levels of HBV NRAg, HBeAg and HBV DNA were measured by enzyme-linked immunosor-
bent assay ( ELISA), chemiluminescent microparticle immunoassay ( CMIA) and real-time PCR respectively.
ELISA detection of HBV NRAg was also performed in 188 HBsAg-negative serum samples. Results In
HBsAg-positive serum, the positive rates of HBV NRAg, HBeAg, and HBV DNA were 75.79% (119/157) ,
37.57% (59/157) , and 51.59% (81/157) respectively. HBV NRAg positive rate was significantly different as
compared with HBeAg and HBV DNA ( Chi square = 19.88, P =0.000; Chi square =46.69, P =0.000).
HBV NRAg S/CO value was positively correlated with HBeAg S/CO value and HBV DNA genomic copy number
in HBeAg positive cases and HBV DNA positive cases, respectively (r=0.506, P=0.000; r=0.499, P =
0.000). HBV NRAg as an evaluation index for virus replication was in good concordance with the combined
indices of HBeAg and HBV DNA (Kappa =0.52). The positive coincidence rate was 94.79% , and the total
coincidence rate was 78.98% . Test specificity of HBV NRAg ELISA was 99.40% . Conclusion HBV NRAg
can be used as a preliminary screening index for clinical evaluation of HBV replication and monitoring of hepatitis
B treatment outcome for hospitals at all levels.
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CBIRT 4 9% % (hepatitis B virus, HBV) 25| 4
RUSF S I A . Bageit, e K24 4 {2 HBV 18
PRI  BARSE T RO T 50 U7, i 3% R 2947
i 1.2 /2K HBV e, AR HBV 18 R B R e it
10% "' =4, HBV (1 BN ELAT 400 4 i E 7, (0 Lt
PRI H 5 | RS S A A T 40 401 40, 0532 Wi o 9
R TERE TR Y R 9 HBV [ RE22 ik e 5 HBV
(A4 C o I PR 2 1] HBeAg Al HBV DNA
SKVFHT HBV S 175 B0, 4K T4 30 A4 i R WL k3L, 1
VFZ 1Y HBeAg [ 8 3 13 Hh 75 BEAS I Hh s 4 DL %K
i) HBV JE[AI24H . 1 HBV DNA i %>k 4] PCR /777,
HOHRAE BB N D1 2R BT 2R 8 , A A T1E
SEBE BTGNS . DR T — oA 2 5 Y
FIWr HBV 52 il SRS I b , DA T 32k 3804 il g 25 52 i )
H At A5 0y B, HBV AZ R AH SC T (hepatitis
B virus nucleic acid related antigen, HBV NRAg) 7%
HBV fij S, # )51 5 HBcAg B EFK, A< 5L 56K 18 i X
HBV NRAg 5ilfa R # iz T 3P4 HBV &2 il i) 2 4>
fibr (HBeAg Al HBV DNA) iy L ¢, LLiF 4y HBV
NRAg 7l A I A 152 HI A

1 S

1.1 =&%H

HBsAg, HBsAb, HBeAg, HBeAb 1 HBcAb & 46 i K
& T3 E ABBOTT 24 f), Kl {4 2¢ 4 Architect 2000 SR 4 [
bR RO SE ST HBY NRAg ELISA il izl 57 & Tt
B2 W2 B Oy A BRZA 1) s HBV DNA S 26 R 7 &
T g R e TR B O A FR A w], K il 2% R FHE Fluo
Cycle BI5¢5%5E i PCR Y,

1.2 &R¥E7u&

W £E 2RI 48 M0 35 A 25 0 g A DU 38 000 345, FH 6 B Sk ¥
Hor%ehy 2 & — B MERET -20 CWKA M. AR5iEH
CMIA St 5% — %% Ifl 75 #£ 47 HBsAg, HBsAb, HBeAg . HBeAb
HBcAb {978 AN o BHPHE 340 DB s o 7™ A6 4 R 7 5 b B 5 i
A1, Hp HBsAg > 0. 05 1U/ml B} 3] %€ 7 HBsAg FH 1 ; HBeAg
S/CO=1.000 F#05E ky HBeAg BHM:

Horr iy 157 4] HBsAg PRV , Jcis F9¢ e i PCR
X HBV DNA #4756 A, 48 J5 12 H ELISA 3L £l HBV
NRAg. [FI%T 188 f5i] HBsAg BH M il 7 #E47 HBV NRAg #:il,
D454 25 R B SR P ) WA o 2 7™ e R ) G B P A T
DAL $E DL %K > 10° copies/ml ¥ 52 HBV DNA [, HBV NRAg
S/CO=1.000 B F & HBV NRAg FH:

1.3 %t o

& FH SPSS 12. 0 it R AT 4e 2= A B, BH M e L AR

JH Pearson & /7 ¥ 5 , #H A 43 #7 FH Pearson #C REE R, B

JH Kappa {H #F4T— S0 3 W : Kappa < 0. 40 38 ] — Sk 2%,
0. 40 < Kappa<0. 60 22 W] —F P45 47 ,0. 60 < Kappa <0. 80 %
AT e 1 — B, Kappa > 0. 80 B — B 4f

2 R

2.1 HBV NRAg 5 HBeAg #= HBV DNA [a}: & g

157 1§ HBsAg BH % If 3% ', HBV NRAg, HBeAg #i1 HBV
DNA PRG54 51 4 119 45,59 i Fn 81 i, B 3R 43 51 A
75.79% 37. 57% 1 51. 59% , HBV NRAg 45 HBeAg #1 HBV
DNA Hfz, 22 314 it 8 L (7 =19.88, P =0.000; x* =
46.69, P=0.000) ., 188 fjil HBsAg [ ¥ 1M1 %% H*, HBV NRAg [H
P 1 f6] (S/CO = 1. 38), HBV NRAg ELISA # il 43 & 1% H
99.4% , LK1,

&1 157 f5 HBsAg PR AN BE T R MFEHRPE M 2L B[ 412 (% ) ]

[RlUE LR [UERES il

HBV NRAg 119(75.79% ) 38(24.21% )
HBeAg 59(37.57%) 98(62.43% )

HBV DNA 81(51.59% ) 76(48.41% )

a; P<0.01, 5 HBeAg }t4k; b: P<0.01, 55 HBV DNA rtiz

2.2 HBV NRAg 5 HBeAg #= HBV DNA #4548 3% M 547
1E 59 ] HBeAg BHPE% 1 1, HBV NRAg [y S/CO {H 5
HBeAg [#] S/CO fH 2 IEAH ¢ (r =0.506, P =0.000) ; 7£ 81 {4
HBV DNA [HM:99 4+, HBV NRAg () S/CO {5 F1 HBV DNA %
[RIZH 4 DI R IEAH G (r =0.499, P =0.000)
2.3 HBV NRAg 5 HBeAg #= HBV DNA #4454 7L
HBV NRAg 5 HBeAg i FHM: G 3N 100% (59/59) , &
520 61.78% (97/157) ,—FH: % 2% (Kappa = 0. 33) ; HBV
NRAg 5 HBV DNA FHPESF A% K 92.59% (75/81) , BAF &% K
68.15% (107/157) ,— % %% 2% (Kappa = 0. 35) ; Tij HBV NRAg
[ii] HBeAg 11 HBV DNA B MEAmEk& F T ITM s 8 & il 1) — 2L
PEBLAF (Kappa =0. 52) , L FHMAF & 3K 94.79% (91/96) , &
%0 78.98% (124/157) . WF#E 2,

%2 HBV NRAg 5 HBeAg 7l HBV DNA f45 Rtk &

HBV  HBeAg HBV DNA HBeAg + Fl(1}) HBeAg - Al
Kappa Kappa Kappa
NRAg + - + - HBV DNA + HBV DNA -
PAME 59 60 0.33 75 44 0.35 91 28 0.52
BAtE 0 38 6 32 5 33
3 i

£ HBV & il i1 2 72 v, 995 5 50 LA 4 HBsAg,
HBeAg Fil HBcAg 76 T4 il P4 35 , SR J5 Bt Dane 5k
— BTSN ML, HBeAg 7E £ BY JHF 48 55 75 Y 34 T
B TR AR PR AR Y . T HBeAg 7F
Yo HAFAET Dane J5UREH B0 #5 SNIE T 61 22, G
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K. PG R R iz ] HBeAg A1 HBV DNA SEPEHy
HBV ZHiI155L. SR MK IG R ULSE & 3, HBeAg Jf:
AR RERTEPS , 7RV 2 1 HBeAg BV 83
i3 A RE ARSI H = 4 DL HBV JERI4 . 1fif HBV
DNA 38 # >R F PCR {77 , HXHRERAVE ISR A AR 5
Y 2R T B Ry , N R T R R 2 S B I S Al . AR
KRS, ARG e S b 3% ) TR, R T A 5
i LA 2 R E s AR T2 T S, Pl &,
K IAZE HBV DNA > 10° copies/ml (1) % rh | fE7E B8
TR AR (10% F136% ) o [R5 4% — oA 20 )
Wr HBV S i, [ Bsf X LA U ZE RN 5, 18 A B2
YR = Bt T FEE A G DU 4 At S A5 2,

HBV NRAg 2 HBV i S, $J5i 5 HBcAg ¥ 4K,
HBV NRAg ELISA #i7) Ge i BT R [ 1 AL e
WIZWHAR S TREE ARG L ST 245
2l AT FRA JIECA IF & 1 — R T 9F M HBY & il 1)
BT . SR T iZ 48 b5 b FH T Il R4 HBV & il
P A HGE . e, FRATT & BUAE HBsAg PHME:
IMig h, HBV NRAg FH P23 8] g & T HBeAg il HBV
DNA, X} HBsAg [ if i A7 kil , % B 188 f5i) i
12 1 i HBV NRAg A, HBV NRAg ELISA 4
SR 99.4% X 5 A R 8 99. 7% FeA—
2, AR R ATRHZ MG #E17 HBV DNA #:0, & ¥ HBV
DNA B, PRI FRATTIA S 3K W] fig 02 B T3 i AN )i i
AR S M i g R A AR BA P . DA 45 SR 3R
HBV NRAg 7Ei2 W HBV &2 il J7 i1 2 A7 1R 414 22 S
FIRE S

Xf T HBV NRAg 5 HBV DNA 1 2455 ALK
68.15% , Wi Z [0 — B 2 0 IR L, AT HrBe T
H T HBV NRAg ELISA #7732 (1) 7 8 5w , HBV
NRAg HI T ¥t HBV &2 il it AT g 25 £ 7 — & 1Y fE PR
Pz Ah, 6 5 R FH () HBYV DNA I BB A %, LA > 10°
copies/ml #5%Z HBV DNA FHEAG 0] G815 i — 2 fIK#5 DL
KR MG IR, X Tk 4E4: i3 HBV NRAg
5 HBV DNA Z[H] /Y 84T A %0 90.70% , 545 1
68. 15% B B AFF, G TP & Z A1 a2 5, A 1o by &
B R TR BRI X RS A B, IR RA AR, 5
SCHR Y HBsAg BHPEFN Bt A HEAE R il X G A L,
1L HBsAg PP AHEVE A0 % 42, /T e 5 4 i idd
B HBV NRAg 5 HBV DNA Z R pFF&FEE . ik
¥ FRA1& B HBV NRAg &5 HBeAg F1 HBV DNA Fif
FRPRIEE F TP 25 5 i ) — B 3 4F (Kappa =

0.52) ,HBV NRAg S/CO {45 HBeAg S/CO {& fil HBV
DNA JLPH 45 DUEC IEAH DG, 268 HBV NRAg 1l fEh
TR HBV & il 15 Bl , W £ HF B0 58 36 97 308 19 45
bro. 7€ HBV DNA [HE B F Mg+, A 6 fil g HBV
NRAg B, Herfr 4 13 D5 #5 D1 %4 < 10° copies/ml, 2 4
LN P5 DKL < 107 copies/ml, PRI LT AT G2 1 W7 2 PCR
PRAE L PR AETETS Je it i HBV DNA (14 {5 BH P 38 2
T HBV NRAg kit i , 3 s i7F ol LAAE DL S 5 ok 7™
¥ 1% PCR e /E iR 5

25 L frif, HBV NRAg fF7Efigf¥ % W] HBV 195
i, H5 8 BPEAN HBV & A8 bR 22 8] 59— Bk 4
U, 45 S 2 [al A7 46 UH S A IE A G, [A]IE HBYV NRAg
ELISA SEBGHRAE ] B, X 5256 8 58 M AR N 51 2K
AN, B HBV NRAg A AR Ry il R 1T HBV &2 4l L
Ko CIFFRIT R WD (B T 6 A L 38 B AE A2 IR
B e R A
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