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Abstract
teomic techniques. Methods

Objective To screen proteins associated with cholangiocarcinoma in human bile with pro-
Bile specimens were collected from 15 inpatients who were diagnosed with
cholangiocarcinoma in the First Affiliated Hospital of Chongqing Medical University China from March 2008 to
October 2009 and 5 healthy persons. The bile specimens were purified with nonionic lipid removal reagent

HPLC-CHIP-MS/MS was employed to i-

and the results were analyzed with

Cleanascite™ and ultrafiltration molecular weight cutoff = 10 x 10° .
dentify the differentially expressed proteins in the purified bile specimens
Spectrum Mill software. Results Compared with the bile specimens from the healthy persons 109 highly reli-
able proteins were detected in those from the inpatients with cholangiocarcinoma 12 of which were first reported
in proteomic studies of bile. These 12 proteins were mainly associated with oncogenesis proliferation differen-

tiation metastasis etc. of tumor cells. Conclusion The 12 proteins reported here are potential tumor mark-

ers of cholangiocarcinoma.
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1 060667 FAIM3_HUMAN Fas apoptotic inhibitory molecple 3 41 1
2 Q6UX06 OLFM4_HUMAN Olfactomedin4 37 1
3 000194 RB27B_HUMAN Ras-related protein Rab-27B 10 1
4 Q96J77 TPD55_HUMAN Tumor protein D55 5 1
5 Q9Y5R2 MMP24_HUMAN Matrix metalloproteinase-2 3 2
6 Q96JP0O FEM1C_HUMAN Protein fem-1 homolog C 2 2
7 P20813 CP2B6_HUMAN Cytochrome P450 2B6 3 2
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9 Q9Y6MI1 [F2B2_HUMAN Insplin-like growth factor 2mRNA-binding protein 2 5 3
10 Q5T2W1 NHRF3_HUMAN Na*/H™ exchange regulatory cofactorNHE-RF3 4 3
11 P43121 MUC18_HUMAN Cell surface glycoprotein MUCIS 3 3
12 Q9Y572 RIPK3_HUMAN Receptor-interacting serine/threonine protein kinase 3 2 3
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