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[fZE] HM g BC047440 JEF RNAL 895 2 T PLak 4, IFAGMN Xt A8 40 i 3R HepG2 4fi il BCO47440 FE[H
PITTERACER o Jiik X 2L &0t 5 2 1 BC047440 LR RNAIL A 20331 , A i BCO47440 FL A H5: 5P shRNA [¥51 iR
KIS DNA, 528 Hpa 1 Fl Xho 1 XLEGYIJE (1 pFU-GW-iRNA 24K %4227 4= pFU-GW-shBC047440 1855 7 2{k , PCR |
DNA Il J3 %58 B PE se b . HIAR B 14 Je o6 pFU-GW-shBC047440 pHelper 1.0 2 A& pHelper 2. 0 # {4344 4L 293T 4
J, 7 A LA IR B I B BE . LA 293 4l i i 4% (0, 5 6 B 1 A 3 8 K T W0 A2 5 B VR B, I D0 A X T A 4 A Ak
HepG2 4 it 3 B 2 50 (MOL) o LLIR3&E MOI Jg& 4% HepG2 4 fifd, 43 BC047440-shRNA £ ., control-shRNA ZH il HepG2 4 ;
RT-PCR Fil Western blot M4 21 41 iff BC0O47440 mRNA K EH R LZER, G5 4 PCR K&, lihHg BC047440 3
A RNAI 8 sk, M2 1835 AR 2 5 x 10° TU/ml, H7E HepG2 4iijifg 1 %3& MOI 7 20 ; RT-PCR Fl Western blot il
4= BN 557 BCO47440-shRNA 4 r[' BC0O47440 mRNA & BC047440 75 1353545 control-shRNA £ 1 HepG2 £H B . 1%,
control-shRNA 41 5 HepG2 ZH[A TG 22 5. 2518 ATk BCO47440 ¢ 51 RNAL 18958 75 R 44, JE e A 98 40 i R
HepG2 #liffl)5 , S8 T Xt HepG2 41t BC047440 e R (1A 50T EK o

[E#EiR] BC047440;RNA T4 ; 180 3 24 A HIRAEAE R HepG2

[FEZESZES] R394-33;R73-354;R735.7 [cHktRERD] A

BC047440 silencing in HepG2 cells mediated by lentiviral vector
Zhong Yang, Li Jing, Huang Xiaobing, Zheng Lu, Yang Tonghan, Zhao Hongzhi, Liang Ping ( Department of Hepatobiliary
Surgery, Xingiao Hospital, Third Military Medical University, Chongqing, 400037, China)

[Abstract ] Objective To construct a lentivirus vector for RNA interference ( RNAi) of BC047440
gene, and detect the silence effect of the vector in human hepatocellular liver carcinoma cell line (HepG2).
Methods The targeting sequence of BC047440 gene which can be effectively silenced in RNA inference was
confirmed in our previous study. The ¢cDNA encoding for sense and antisense Oligo DNA fragments of the targe-
ting sequence was designed, synthesized and cloned into the pFU-GW-iRNA vector which had been double di-
gested by the Hpa | and Xho | , and vector then the results confirmed by PCR and DNA sequencing. 293T
cells were cotransfected with lentiviral vector pFU-GW-shBC047440, pHelper 1.0 and pHelper 2. 0 by Lipo-
fectamine 2000, to produce lentiviral vector which can infect other cell lines. The virus titer and the fittest mul-
tiplicity of infection ( MOI) in HepG2 were measured by the expression level of green fluorescent protein
(GFP). The infected HepG2 was divided into BC047440-shRNA group, control-shRNA group and HepG2
group. The changes of BC047440 mRNA and protein level were detected by RT-PCR and Western blot analysis
respectively. Results The data of PCR demonstrated that the lentivirus RNAi vector of BC047440 was con-
structed successfully. The titer of virus was 5 x 10° TU/ml, and the fittest MOI in HepG2 was 20. BC047440
and BC047440 mRNA expression of BC047440-shRNA group was obvious lower than the control-shRNA group
and HepG2 group, but there was no visible different between the control-shRNA group and HepG2 group.
Conclusion The lentivirus RNAi vector of BC047440 is constructed successfully. After this lentivirus vector
infects HepG2 cells, the target of silencing the expression on BC047440 is achieved.

[ Key words ] BC047440; RNAi; lentivirus vector; human hepatocellular liver carcinoma cell line

(HepG2)
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J PR R thE B b i DL R R 2 — , H
RIRR B HE RIS h R h R R A . TR
B S RAERON R R B A AR T (Bl TR 2
U K PRRG, (R R, o A A B v ] LA it
FFRARVIGSF A . FFe W, I &L &
JRfE— M RN W R LR, R
09 DAL 200 R SO O PR 2 B T R PR A AR 2
AT 14 S5 R B T P 7 B 4% T
AT AT 5 P T 240 R i JEE R R YT A IR IR
Z— i@+ RNA T3¢ ( RNA interference, RNAi) 11
JIv 96 24 L e e PR s, R LG v g 4 i ) 5
M, A TR I35 i PR g % 2B L e B9 PR Y, B R
FEPR BT REPNA T IE o AR E TERTI B BT b A
1 2R DIREAR N HE K] BCO47440 , HAE SR 2H 21 52
Fik, HS A R R S IR AT L ARSI i
P BT X BCO47440 K] 147 5 RNAT 1895 25 244
R R AP 21 HepG2 , LU SEEXT HepG2 iy
1 BC047440 LR B4 S UTER , FF 38 i K I HepG2 4
Jfirh BCO47440 mRNA J 28 H 19 3R 35 T LLgRuk, AT
itk —2 T ik BCO47440 Xt HepG2 4 it 2 ) 2% 47 R
(52 J TR 1 AR LR, 5 F0 e 16 7 B ik 1 28
A

1 S

1.1 S2Eeatdt

NN A0 AR HepG2 41 i AR % B I 0R A7, 293T 41 i3
H AR B A0 B2 36 & AR A7 PCR A4 57 primer, dsDNA oligo
pFU-GW-iRNA Z{A& Kl B 4025 ok (% 812 7)) , RNAiso Plus |
PrimeScript RT reagent Kit( TaKaRa /2y #)) ,rTag DNA Polymerase
(ToYoBo 7)) ,Hpa 1 1 Xho 1 [if# \ T, DNA ligase T, DNA ligase
buffer (NEB /3] ) , Opti-MEM | Lipofectamine 2000 ( Invitrogen /2%
7)) ,DL5000 DNA Marker( TaKaRa /A %] ) ,DNA Marker [ ( KR
3w ), BeyoECL Plus fb2% 56 H) (3 = RA W) ) , DMEM/H K
773k (HyClone 22w ) , [ ( Gibeo 23 ®) , bR fifi 4 IfiL 35 ( TBD
AT, PBS(H AW .
1.2 ok
1.2.1  BCOA7440 5P RNAG 1855 15 2k (14 )
1.2.1.1 ¥ 54k shRNA J¥ 51 (1 35 3 M GenBank ¥ %
BC047440 FLF J¥31) ( G1.28703691) , Jif i} Ambion /3 & i) RNA
THRBAT A, B4 A BC047440 FE [ ) 4¢ 51 siRNA ¥
51555 .5"-CTCTGGGTCTTAGTGAGGA-3" (471 ~ 489 bp, GC &
1 52.6% ) . it BLAST [EEM: 4087, HERR T A4 5 k3 il O
MBRED P50 i T . AR pFU-GW-iRNA 24K 2 5 B A3, 75
BB AR Hpa 1 F0 Xho 1 BV 45, 5 5F shRNA 31
M 1E X £%: 5'-TGCTCTGGGTCTTAGTGAGGATTCAAGAGATC-
CTCACTAAGACCCAGAGTTTTTTC-3"; Jz X %k :5'-TCGAGAAAA-

AACTCTGGGTCTTAGTGAGGATCTCTTGAATCCTCACTAAGAC-

CCAGAGCA-3',

1.2.1.2  SEAH M0 2 OB ) #4) 7 W% Hpal 1 Xhol XL 1]
[l pFU-GW-iRNA # {1 pl, i k() shRNA F-Bf 1 pl, 5 T,
DNA ligase buffer 1 wl,T, DNA ligase 1 wl,ddH,0 6 ul JE&AE10 pl
IR 4 CHERE 12 h, =Y 55 1L E. coli DHS o J&Z 735
B, BRIRCBH 1 AT PCR %572 \DNA ¥, PCR %5 P4 sk
BS54 5 3 :5'-GCCCCGGTTAATTTGCATAT-3"; T il :5'-GAG-
GCCAGATCTTGGGTG-3', %2k 4 pFU-GW-shBC047440

1.2.1.3 MRt B4R (pFU-GW-shBC047440 #;
{420 pg,pHelper 1.0 744 15 ug, pHelper 2. 0 {4 10 ug) 5
Opti-MEM J#£& 4 2.5 ml; B 100 ul Lipofectamine 2000 &5 5
2.4 ml Opti-MEM 1B 4, #4521k 5 Lipofectamine 2000 #i B
RE,FETME 20 min, T A 293T g FIH PR, T
37 °C 5% CO, 43R4 h 3%, 8 h J53F K537, PBS 1
PE1 IR, AR 10% FBS [958 4253555 20 ml, T 37 °C 5% CO,
NI IR ARSI TR, 48 h JF U 293T A0A 1 V& W, B0
PATIR B AA T, 5325 )5 B - 70 C VKA P A~-AT

1.2.2 AR EEE AL I SR A LR T T B ) e vk
) 2 G R . BBV E 130 293 41, L 2 x 10° /4L
RN E 96 fLk, 43 8 4, Tl ik 3 AL, BALINAE 10% FBS
) DMEM 15553 100 wl, & 37 °C,5% CO, M4H N 1537 24 h, #E
# 8 AN Ep 4, /& A 90wl ¥ JC I 7 55 77 3, BUAY
0 (9 3 BT 10 wl IS 1AM b IR SIS BCT0 pl fimA
2GR, U EEE RS —8 ., IO 40 AL, W5
90 pl F5FRAE, A 90 wl Fi B4 1R 81 WK, F 37 °C,5% CO,
ARG IR o A4 ARG 8 FA S T 10,1107 (1072 10 %,
107107710 °ul, 24 h J5 , #MESE 4R IR HEE 200 pl, 72 h
Ji , AR SRS TR 11 (GFP) ek 1 0, 99 75 00 2y AL 3k
GFP (1 41 f 450/ 9 75 JAL A o

1.2.3 TR FEERY: HepG2 1Y

1.2.3.1 5 el /% e 52 40 (MOI ) HO B K 0
HepG2 41ififs, A 5 x 10°/FLEFR T 96 FLAR , 43 8 41, B411% 3 4~
AL, FFLINA ST 129% FBS () DMEM #5323 100 pl, T 37 C,
5% CO, WEAi 5557 . 24 h Ja B4Ry TC G B 5, A 40 B A
MOI{E R 1.2.5.8.10.15,20,30 /)% 5 W, # A2 JC 1ML VE 1Y
DMEM #5335 %8 100 wl; []fF 15 min 5242 58 3h B 324k LU 55
WOkL 55 4N 7 4 Mk, 2 h R R 37 °CL5% CO, #4547 ,10 h
J B3R 12% FBS Y DMEM $5 335 200 pl, 72.96 h J5 765
V6B T AR AN T &k (.56 Rk B A IR S B
TR R SR A BR 9 MOT (R A 75 I i MOT {8 .
1.2.3.2 HaCAiAR RS R O 8 KW HepG2
M, LA 1 x 10° /AR T 25 ml 5 20, BT 295 55 4 A 70
Bl MOI B /B4: HepG2 4iififl, T 37 °C ,5% CO, W46 1575 96 h,
i ARG I e ik S (6. 9 6 Y HepG2 A A B 43 L , RIS AG:
W rh g a5 G K50 B 1 A i MOT i,

1.2.3.3  HAMEHAEEY HepG2 40 UL T84 K3
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HepG2 4fl Jiil, 43 i BC047440-shRNA #1 | control-shRNA 21 &
HepG2 41,4411 2 x 107/ #2 Ff 55 25 ml B350, 1535 24 h
5,3 F 153 5L, BC047440-shRNA 4 | control-shRNA 4 1) f 3
MOI {EL 53 AT 7 8 2102 5 8, #ME CMVE G FR 5% 5 ml,
[ F% 15 min 3252 58 sl 55 720 LA (096 5 0K 5 40 i 75 00 42 ik
2 h Ja#-E 37 °C,5% CO, Wi 157,10 h J5 7 REEFRIE , INAS
12% FBS () DMEM ¥53235 5 ml, 96 h J532 B8 RNA J M 7E
47 RT-PCR } Western blot #5i0 ,

1.2.4 RT-PCR £ Il 55 21 1 %% ¥ X HepG2 4fi i BC047440
mRNA FIAME BN FEYY HepG2 4 /il 96 h J5 2
IS 2H 40 6 RNA 37 25 40 i 1% 550 N 15 37 6, PBS ek 2
A T ml RNAiso Plus $2 B 5 RNA, RT-PCR 3246 1 4%
20 BCO47440 mRNA Z5ik15 0. 33655 5% 2 I 3¢ B TaKaRa 23 7
PrimeSeript RT reagent Kit {ji B 453E47 .

HRAE BCO47440 54053 H B . 1% 5'-GGAAAGATT-
TCTGGCTCAGCTC-3'; T ¥ 5'-AGTGGCTTTCTCCTCACTAAGA-
CC-3"; =57/ 181 bp, B-actin 5[4: |- 5'-CCAACCGCGA-
GAAGATGA-3"; F i 5'-CCAGAGGCGTACAGGGATAG-3'; =)
F/N98 bp, PCR R I 514:94 °C,5 min;94 °C,30 5,65 C,
30 5,72 °C 45 5,28 MR, PCR =T 2. 0% iR M BE RS fi ik o
1.2.5 Western blot il 5 41 12 455 2 XT HepG2 4 i BC047440
REFRBMEW  EHEWREEG HepG2 4 96 h J5H2HL
KNS H . FE LA SR P s 57 AL, v PBS 1 UE 2
WA A RIPA Z4# W 150l $5 HCAH i S8 11, BCA 46 T
WSS, HARGEEEN, S /4 BRI 5 x FHESh
WIRA), 100 CAEYE 5 min, RERIGEERZEER (10% 5385 5 4%
WA ) Bk, IE R HL 5 (5.5 mA/em®) & PVDF Jii, F 5% TBST
JERREDS A W Hh 31 P 1 h, TBST ¥ W% 3 ¥ x 10 min, ¥4
PVDF B A —HTE (1:600)4 °C i % ; TBST ¥R % 3 IR x
10 min;¥ PVDF B T —Hi# (1: 1 000)37 CHEE 2 h; TBST
VTR 3 R x 10 min; il ECL fk2% & F67) 1 ml, B-actin {E Ky
WS, BRI RS

2 #R
2.1 Jf# DNA %22 R
BCO47440 JEIN 5 52k shRNA (9 SE T 7281 2838 A L

KUk DNA , 528 Hpa 1 A1 Xho T SURFYIIE ) pFU-GW-iRNA #fk
e B (LR AS TR L PIRLS TSI PCR s,

F

gl

EL 7% shRNA Fr B2 () FH M JE B PCR | Be K/ 340 bp, K%
$: shRNA J BEi 28 40K 7i e PCR F Be K/NR 299 bp, BRFHE
FUbE 2 Ab, g 4 A BHME SR 1 /N 340 bp (& 1),
YGRS BUNAHRF . Y1 5 FE % FE BEHE AT DNA I ¥ 6
iR T R SRR .
2.2 EWRRKEEEANE

SR PR 2 LA A8 10k 0 58 0 SR IR R B . S
SRR 293 T 40 f5 72 h ML H gk a5 Rk, 7T WL R B %K
SEAN BB AT A 1 e 7 10 7wl R SRR AL
LR R 5 AN A DO AN, B Z LR EAE 5 R R
IR T 2R (L 2) |, 12095 R 1 Ry 2 O 4 A5 Bk LA s 7 TR
#,005/(107°) =5 x10°, 4 TU/ul, B 5 x 10°TU/ml,,

1 2 3 4 5 6 7 8

5 000
3 000
2 000
1 500
1 000

750
500

bp—
bp—
bp—
bp—
bp—
bp—

bp—

<340 bp
250

100 bp—

bp—

1: P38 (ddH,0) 52 control-shRNA; 3: DNA #7354 ~8: Fadk
%12345
1 EARERRBIXER

A:l pl ( x100);B:10 75 wl( x50)
B2 AEERERESHEBE293T 72 h EFRAEBHIENE

2.3 FHIZRHFRI HepG2 mia

2.3.1 WS MOT{E 21 125 BRI YL HepG2 4l 72
96 h Ji7 , 4 BIAEDE I A BE WS , W] UL 24 MOL {i >y 20 B, 2 ifg
R I, PO IR AR R, POGHR B ; H IR i [ HE K,
NPT CHE RGN (1E] 3) o WaHR 20 VBRI MOL,

e
1

i
. T C 1 L

AR FT2h g (IM) ;B A& F 72 h 5 (KA BMAL) ;C: B F 96 h 5 (LM) ;D: B 96 h & (&KL M4L)

3 EABRERE HepG2 fH1(MOI=20)72 96 h [FFRER XA EMBEUE

( x200)
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2.3.2 YRR AR I ik g LI 1 x 10° /3 #h Al HepG2
YT 25 ml B30, IR 4118 5 L MOL =20 B%4% HepG2 4
M, F 37 °C,5% CO, W5 KL% 96 h, It =AM AR ASORE I e 3k 4 £
2R HepG2 AAEE 43 ek 88. 15% , 58 H6 - 355 3 4 33. 0%
e L MOI =20 15 A f%id MOI .,
2.4 FR I F 3T HepG2 2 i BCO4T440 A B & &
% v

RT-PCR iiF 8¢ BC047440-shRNA #H 1 BC047440 mRNA %
K EHL control-shRNA 2H A1 HepG2 4 ff) BC047440 mRNA 3k
U W FEAIL, control-shRNA 2H 1 HepG2 #4H [] BC047440 mRNA
RiFmILHEBER (K 4),

1 2 3 4

600 bp—
500 bp—
401

bp—
300 bp—

200 bp—
<BC047440 181 bp

100 bp— «—B-actin 98 bp

1:DNA #7732 BC047440-shRNA ;3 ; control-shRNA;4; HepG2
El4 BC047440 PCR =R BBk GG R

2.5 F4088 9% A& HepG2 4m i BC047440 & & & ik
BRG]

Western blot # il 45 Ik 52, BC047440-shRNA 41
BC047440 % H % 15 5 % control-shRNA 24 il HepG2 #H 11
BC047440 7 [ %35 1 B 8 (%15, control-shRNA 21 #11 HepG2 4H
(] BC047440 Rz L B 25 (K 5) . (i Gel-Pro ana-
lyzer 4.0 Z3 R PFATIN BCO47440 2 14 254 JKBE , L) B-actin g
Z: 08 % HepG2 40 BC047440 1 1 F ik X H 100% , i+ & H
BC047440-shRNA 2 BC047440 7 (3 #H] %4 58.96% .,

1 2 3

B-actin— «—43x10°

1. BC047440-shRNA;2 . control-shRNA ;3: HepG2
&5 BC047440 & Western blot &l £5 R

3 itig

TR PR 8 HE 5 e J e — N e 2 B i 22
BBt B2, ¥6 K i) i KR DR 40 g 5k DR R R OC ik AL
N-ras .p53 .pTEN ,C-myc ,C-fos ,C-est-2 . IGF- I ,CSF-IR
SO B R R ML AT 2 BRI 4 T RL
i) 78 A 52 4 B B DR ot 3 14 JH 98 A G 2 PR X i) B
JH9RE A HEBILTRI L SRAT R IR 7 B A2 B 8RR X
TERTHARIOTFE R, FAT TR 400 1 1 9 2 58 AR 73 15
TP B 205 1 EST 1 BE ™" R eDNA K
iR 3 B 48 77 ¥ (rapid amplification of ¢cDNA ends,

RACE) , 3815 T 1 254K 1 476 bp i) cDNA J¥ 41, @ i
GenBank #: %, K ELH 5 1 2535 1 & BUH T BER HIAY
LA [ (8 5 BCO4T440) %R A 5E £ T 20 5 4
Ok 20q11. 22, Gifith—Ffr 1 200 A ZHERZH AR X 43
T A 22.6 x 10 (Y FE [, Prosite 43HT 4 /R H AT g —
FhOIRERE o 3830 I 2 2R 55 i 4 2Lk 1T RT-
PCR 43#7 ik 75 , BCO47440 FER7E JIFR H b 1y ek ik
JE W b v 5 LR 7 B IE R AL 2, H R GA TR B
5 FFH R A TR Z (R A R AR OE S iAh,
Z ) Northern 2% 22 L IFE 5 BC047440 FE (K] 75 £ Fif
Jiged ZH 20 Ay B AR 1) 2k, 37 BCO47440 JE PR 7 £
FE I REE 0 Z R L 2o SRR SR ki Ky
BCO47440 HE [K] il 21 1 i i 56 P54 g 791 31 %) ( cancer
genome anatomy project, CGAP) (42> SAGE &, @
15 {1 Northern blot 2347 BC047440 (YRR #5438 )5,
R BCOATA40 FE P 7EFL AR B L JBER L B 5 151
JIR55E 22> SAGE Jified SCIZE Hh #4338 , i ATE iR B
LA IE R SO RIE, il el g2 5 T Mg
TR REA TR o 25 5 i i RT-PCR &y
I Z2 R v IR b o 25 4H 21 rh BCO47440 mRNA
DN NS ST RN S NS AN 77
H1 BCO47440 mRNA 3R 3k ¥y T H X i o5 41, 32
7 BCO47440 K (K 7] B8 7EAH 5C I ojg 1Y & 2E kb &
PET AR o ARBEFERIIEA T BCO4T440 JE
shRNA 4t J5 5], #4 2 T £+ X5 BC047440 J [ (1)
RNAQ 1855 8¢ THREA, 45 T30 7 Be T A HepG2 41,
DI 8 RNAL AL 523X HepG2 4 fitd & BC047440
R TR

RNAI 2 E 7R L R N L ) —Fh A Myt 4, /)
SW45%E RNA (double stranded RNA , dsRNA ) GE 11| 7 %71
PR Bk BELIT R 35 [N 2k 1 % S K
S SEEI TR L] . RNAL ML A7 e AL FROR 1
HLAI, REARRE 5 A A 1 % 5 IR 2 A R,
Aok HT RNA T HUAL G X Jif g P 2 s A 710 97 2
Ay 3 B LA iy 7 o ) TR BRI S

TR B A AR AN A7 AN R A 1Y
Tr A 2, R AL AR 7 A R R A0 i e g A
LI B A i A gk T

AF 7 AR R T Y A L Gt 32 207 AR ok AR
-2, e H AT T AZ T 07 2K AR ek
AR B BRI IR 55 FFLRI ) B B T A B
AR ARG 7 =, W BA B RO | H SR
FORUR FREEN A s, H AT e s A
W ST R M AR R R R G (HR PR
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R RGEIAFAE — 7 SR PR O i S 5 AR B K
IR RE R (E SR R AR IR YL /- 2L A, N RBIER YL A
Gy 5L M s QBRI TR BIAAS e R AR e 3Rk H IR,
HAB MR EME . B2 TR, 120% i Ak R
GEHRAHY R, 1855 (lentivirus ) 24 Z LA
B RE B A AL B (HIV) S Al & Jre b o i) L G Y7 48
T OB X 43 24 40 i R EIE 43 24 40 M 35 B A L fig
J1P0 S QR AR AR Y SR B IR B )T g
BRI Rk ; @ BA KR e 180 1 A
S —FE B A RE DR e T AR, HC R A A Al A A
DR R S L R PRI S P 8 252 2 Sk
(7 Fsf, 1 7 2 A0 JH 448 A7 365 v 1) 2 e 80 S A
AP RO, S LA T T A 5GP 1Y Bk PRI 7 7 T
AT AR B LRI 5 22 DA I 4 6 2 A MR 1 Sy A
S0 A AR R AR

BT LR M 3 MG , 28 293T 20 % A=
77 L v B Y08 e BE URE, AR 4l H s BRI GFP SR
5, IS SR AT N 5 x 10°TU/ml, HAE HepG2
MM P Eeal MOL{E N 20, Lhfid MOT {H /Y% HepG2
A, 2296 WK S S U AR A4t 2R s
18 TR Y HepG2 4l 96 h J5 Tk %) 88. 15% 1 2%
e 33, 0% (W2 GIRE , H AR A Pl B i 1]
Wanme s (g #a3, 18 L RT-PCR , Western blot &
M 218 955 7 B YL 5 HepG2 411 il b BCO47440 335 1%
I, 45 R U BC047440-shRNA 4] 1) BC047440 mRNA
M HFRIBEK control-shRNA 41 Fl HepG2 £ HH ik %
I (712K 58.96% ) , control-shRNA £ F11 HepG2 4 [H]
BC047440 mRNA J R R BHITA R 2E R, LA %
BRI | TR S H 2 NS T A ), e S T B e
HepG2 2 g rh A3 B I RS 1Y K38, I8 3 1 4 S R 0L
BRI 928 40 ML AR HepG2 th BCO47440 LA K3k 1 H
[, Nt — LAY BCO4T440 Kk KX HepG2 4l il AE ¥y
AT AR S HAE AL SRR R TR R
BEE 1 ARl

SE k-
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