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Bacterial homology in sterile packages for war readiness under natural environment
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[ Abstract ] Objective To investigate the origin of bacteria in sterile packages for war readiness under
natural environment in inland region. Methods Genomic DNAs from the Bacillus cereus, Micrococcus luteus
and Staphylococcus cohnii ureal in sterile packages for war readiness and from air bacteria strains in war readi-
ness warehouse were extracted, and then used as templates to amplify the 16S rRNA and 23S rRNA ITS (inter-
nal transcribed spacer) sequences by PCR. The PCR products were extracted and sequenced, and the
sequences homology analysis was performed with BLAST. Results Amplification products of DNA PCR from
Bacillus cereus, Micrococcus luteus and Staphylococcus cohnii ureal were about 800, 1 200 and 1 000 bp respec-
tively; The 16S rRNA-23S rRNA ITS sequences of bacterial strains in sterile packages shared 98% to 99%
homology with those from the air bacteria strains in war readiness warehouse. Conclusion The bacteria in

sterile packages for war readiness come from the air in war readiness warehouse under natural environment in
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inland region.
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SRR P AT 3 25 S T8, 5 3 A D Dy SRR 2 AR D L
BRUA R PG 28 33K 1A g IR e
1.1.2 WM eEsEmRE R KE S K LG I0HE
B AL IR R O A TH RR B JE 2 HE AT HRORE . % 5 A
BB TAR (B9 om) R AR JAE 1.5 m &K ;5%
A LB PRI BT AR S , 2 5R 15 min 5 R4, R
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HEIEAS E LY @A A LS9 K VITEK R GEXF 4 1 AT
HE R N TR LN BN R A2, DT AR ZF AT B e T
SRR R P ] 28 1R AT DR L T R
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XW-80A WA HEIR 7 o ( L ERL K2R ) , Sigma 2K-15
BEOHL(ZEE Sigma 23] ) , Forma3111 #Y CO, 153556 ( 32 [H Ther-
mo /A 7)) , SmartSpace3000 #% 2 2 4 23 H14 (36 [ Bio-Rad 2
) ,PTC-100 %I PCR §"#4{% ( 25 & MJ Research 22 ) , DYY-1I
RUHLIKAL (AL HOR—ALART ) , Gel Doc2000 EE i AR 53 Hr R 48
(3£ Bio-Rad /4] ), YJ-875SA Rl TAE G ( LigE B &R
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FRZAF]) ,Omega KA 2H DNA 4 B £ ( 32 [E Omega 24 H]) ,
DNA Ladder Marker ( DL 2000 ) , Prime STAR HS DNA Polymer-
ase .5 x PrimeSTAR Buffer [dNTP mixture .6 x loading Buffer 10 x
loading Buffer \PCR 414 5[ 4 \DNA B¢ Ji BN & (R iE 54
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17N ; B AR 2l 50 wl:5 x Prime STAR Buffer (Mg>* plus )
10 wl,dNTP Mixture( 4% 2.5 mmol/L)4 wl,Prime 1(10 pmol/L),
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J 23S tRNA R 5F A9 P8 L33 5 ol % &
B ONARSCI R GRS AT B T A, HEBA S SR
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