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Expressions of WntSa gene in lymphocytic malignant tumor

DENG Gang, SI Wei-ke, PAN Jing, ZHAO Chen, LI Zhao-quan ( Department of Clinical Hematology, College of Medical Labo-
ratory, Third Military Medical University, Chongqing 400038, China)

Abstract; Objective To detect the expressions of Wnt5a gene in bone marrow from lymphocytic malig-
nant tumor patients and research the relationship between WntSa gene and lymphocytic malignant tumor. Meth-
ods Crack RBC and collect karyocyte with chloride ammonia reagent, and detect the expression of Wnt5a
gene using semi-quantitative RT-PCR in 19 cases of lymphocytic malignant tumor, 11 cases of remission of lym-
phocytic malignant tumor, 27 healthy adults and 10 samples of umbilical cord blood CD34 ™ cells. The expres-
sion of WntSa protein was analyzed by immunocytochemical staining in some samples. Results The positive
rate of WntSa mRNA expression in healthy adults, the patients of lymphocytic malignant tumor, the patients in
remission of lymphocytic malignant tumor and umbilical cord blood CD34 " cells were 88. 9% (24/27),
10.5% (2/19), 72.7% (8/11), 100% (10/10), respectively and their semi-quantitative RT-PCR results
were respectively 0.401 5 £0.150, 0.113 9 +0.048, 0.357 0 £0. 141 and 0.247 5 +0.095. The expression
of Wnt5a mRNA was lower in lymphocytic malignant tumor patients and CD34 " cells in umbilical cord blood
than that in healthy adults (P <0.05), and that was higher in CD34 " cells in umbilical cord blood than in
lymphocytic malignant tumor patients, but no significant difference was found between the patients in remission
of lymphocytic malignant tumor and healthy adults (P >0.05). WntSa protein expressed in healthy adults, the
patients in remission of lymphocytic malignant tumor and CD34 " cells from umbilical cord blood, but not in
lymphocytic malignant tumor. Conclusion The expression of Wni5a gene decreased during the development of
lymphocytic malignant tumor and restored in the remission of lymphocytic malignant tumor. Our results indicate
that lymphocytic malignant tumor may correlate with the decreasing or loss of Wnt5a mRNA expression. Wnt5a
gene could be one of the indices for diagnosis and therapy of lymphocytic malignant tumor.
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5 X JZ R % W, ANTP 10 mmol/L, cDNA 4547 1 pg, 94 C Fids
5 min J5, 94 CASVE 45 5,58 CIBk 35 5,72 CHEP4S5 s, 3
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TTP 25 ) 9 5] o B At 2kt T 6 66 28 13 I3 4] o
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